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Cloning and Structure-function of Prokaryotic Enhancer-like Sequence 3A

HE Jian-xin, L IAO Xiao-hui, B | Xiao-lin, HAN Feng, WAN G Yan, WU Shu-hua’
(State K ey L aboratory for M olecular V irology and Genetic Engineering, Institute o V irology, CA PM ,Beijing 100052, China)

Abstract A prokaryotic enhancer-like sequence 3A ,w as screened from the genom e of Escherichia
coli strain C600 and its enhancement effect w as analyzed Its positive and negative enhancement
activitiesw ere about 7. 11 times and 2. 93 times regectively by increasing the expression of
galactosidase gene By RNA dot hybrid assay, the enhancer-like sequence 3A enhanced the
expression of the reporter gene at the transcription level The end-deletion assay show ed that the
enhancing function region of sequence 3A w as about 240 bp betw een 300 bp and 540 bp area at
the 5' end of the sequence and the function region consisted of at least two enhancing sites
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DNA sequence of the prokaryotic enhancer-like sequence 3A
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