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The Review on the HSL Gene Research

DING Neng-shuifHUANG Lu-shengEREN JunfEHEN Ke-fei
( Provincial Key laboratory for Animal Biotechnology , Jiangxi Agricultural University, Nanchang 330045, China)

Abstract: The HSL gene affects the accumulation of lipid and its small variation on the activity or gene expres-
sion can influence the lean percentage and backfat traits. Based on the function and acting mechanism, this gene
was cloned by candidate approach and located on the porcine chromosome 6P1.1 ~ 1.2 .The molecular structure
of HSL and HSL gene were analyzed . The homologies was attained by comparison between different mammal ani-
mals. The polymorphism of the gene in different pig breeds was detected. This will help the understanding of the
genic effect on porcine fat deposition. The HSL gene should be regarded as a candidate gene for fatness in pigs. It
may have a potential use in MAS or MAI to increase the lean percentage of pig.
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Fig.1  Organization of the human HSL gene£%xons (boxesl ~9) and intronic regions are shown above a

restriction map (E, EcoRI ;N, Not 1;P, Pst 1) .Noncoding regions are represented by hatched areas.
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Fig.2

Structure of the porcine hormone-sensitive lipase geneE°Exon 1 ~ 9 are indicated by boxes; coding and non-coding

regions by shaded and filled boxes, respectively . The Sacl(S)restriction fragments sequenced are indicated by the open boxes.
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