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2 MAR %&&ZE B (MAR-binding proteins)F Hil 4 &

BTHERE -MASH &SN, MREFRERTHEH. IREEEFES-HEFFI HTREES
WRAKER AMFREEENHBE MAR Z4EA L. RERIBEES, EHEIIKT UM MAR BF
e, NEBEFHASLS. W2z, 2E MAR £8B0HE MAR SHERAEEANAE S K HEILE.

%1 BRIDEER MAR$F

Bt 6] * K B (B LK) MAR #H x
1984 Drosophila histone gene repeat 2 2
hsp70 gene (87A7 locus, 87C1 locus) 2
1986 mouse immunoglubulin « light chain gene 1 4
Drosophila alcohol dehydrogenase gene 4 7
Sgs—4 gene, Fushi taraza gene 4
1987 mouse immunoglubulin heavy chain gene 2 9
1988 Drosophila region of rosy and Ace loci 2 10
actin 5C gene 2
yeast (HO, H4, HMR~-E, 2um plasmid) ARS, 8 11
ARS1, CENIII, CENIV, CENXI
human p—interferon gene 3 12
B—globin gene 1 13
HPRT gene 1 14
hamster dihydrofolate reductase gene 2 15
1989 human apolipoprotein B gene 3 16
1990 chicken lysozyme gene 2 17
1991 tobocco three root—specific tobocco genes 3 18
chicken a—globin gene 5'~end 1 19
a—globin gene 3’~end 2 20
1992 murine CD4 gene 2 21
mouse a—globin gene 1 22
1993 rat glutamate—dehydrogenase gene 1 23
human embryo fibroblasts cDNA 1 24
rat osteocalcin gene 1 25
rat DNA 2 26
human ~unknown 1 27
1994 yeast ARS302, ARS3003 2 28
human y—glubin gene 1 29
puetunia T-DNA integration site 1 30
yeast ARS307 1 31
1995 rat carbomoylphosphate synthetase [ gene 2 32
maize alcohol dehydrogenasel gene 10 33
1996 human HIV-1 1 34
chromosome 19 8 45
tomato heat shock cognate 80 gene 2 36
1997 bean B—phaseolin gene 2 37
mouse immunoglobin g gene 1 38
human c—erbB-2 gene 1 39

HACAAAMETH MAR SE4EAOH’ 10RF (R2). SEKERNERAS lamin Bl . matrins,

topoisomerase I&II.

EEHHRES
SAF-B(scaffold attachment factor B).

SAF—A / hnRNP Utheterogeneous nuclear RNP U).

HMG 1/ Y(high mobility group nonhistone) . nucleolin; & FRIZA4> histone Hl; — &
I SATBI(special AT—rich binding protein), ARBP(attachment region binding protein).

nuclear scaffold
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FMB%E. MAR 4T84 41

protein SP120. ACBP—67 / PABI(polyA binding protein)(ARS consensus—binding protein). ACBP—-60/ PUBI
protein ssA—TIBE(single—strand A-rich type I repeat binding protein);, 2S5 EHBEHENEX/EAERTF. W

NF—-muNR and MAR~-BPI(nuclear factor—mu negative regulator). osteocalcin gene’s promoter—binding factors,
NMP-1&2. HIV-NMP(nuclear matrix protein); 4K AT & & MATH(multi-AT hook) proteins.

%2 MARZAEARIAIMLSERRE

MAK-binding proteins A58 DNA oI X
lamin B, AT-rich MARs 40
matrins AT-rich MARs 41
topoisomerase 1 GTNA(DACTIATINATNNA(G) 42
HMG I(Y) narrow minor groove (AT—rich or GpC residue) 43
NMP-1&2 T(AYGT(C)GGT(AML~! recognition motif) 44
SATBI ATC sequences minor groove 45
ARBP AT-rich DNA with motif of 5'-GGTGT-3’ 46
SAF-B AT-rich MARs 47
SAF-A/ hnRNP U MARSs( > 700bp), poly(G), ploy(I) or poly(U) 48
histone H; oligo(dA)- oligo(dT) (> 130bp) 49
SP120 AT-rich MARs(> 100bp) 50
ssA-TIBF A-rich type I repeat 51
MATH proteins AT-rich MARs 52
nucleolin RNA, ssDNA, T-rich MARs, base—unpairing region 53
ACBP-67 / PABI A or T-rich single strand, ARS 54
ACBP-60 T-rich single strand, ARS 31
NF-muNR / MAR-BPI AT-rich MARs 55
HIV-NMP negative regulatory element of HIV-1 LTR 39
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