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Comparison between the Female- and Male-linkage Maps in Pigs

GUO Xiao-Ling"?,XU Ning-Ying' ,LOOFT Christian? ,REINSCH Norbert’ ,KALM Ernst?
(1. College of Animal Science , Zhejiang University , Hangzhou 310029, China ;
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Abstract: The difference between the length of female- and male-linkage map, which was created with a reference
pedigree based on a commercial porcine population and using 163 microsatellite markers as well as 3 type-l markers
(RYR1,PRKAG3 . P]JT1) ,was statistic analyzed. The results showed that the total length of female linkage map of au-
tosomes is 2625. 9 cm and the total length of the male linkage map is 2259. 7 cm; the ratio between the total length of
the female- and male-linkage maps is 1. 16 :1; except for the chromosomes 1 and 14, the female linkage maps of the
other chromosomes are longer than the male linkage maps. The difference between the length of female-and male-link-
age maps of chromosomes 1,3,5,6,7,8,10,11,12,13,14,16,17 and 18 is very significant (P<C0. 01) and the differ-
ence of chromosome 9 is significant (P<C0. 05) ; but there is no significance on chromosomes 2.4,12 and 15.
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Table 1 Summary statistics of the pig linkage map [5] QU Yan-Chun . DENG Chang- Yan , XIONG Yuan - Zhu , ZHENG
Map length(Kosambi cm) Rong, YU Li, SU Yu-Hong, LIU Gui-Lan. The construction of the
Sex genetic map and QTL locating analysis on chromosome 2 in
Chromo- No. of difference swine. Acta Genetics Sinica ,2002,29(11),972~976.
some loci Average Female Male X2 df ) ) ) . . . o
1 12 143. 00 126. 30 158. 00 34. 44, QTL . R
2 14 155. 90 159. 30 157. 20 13.4% 2002,29(11),972~976.
3 9 135.30 148.10 129. 60 30.67 " [6] Dib C.Faure S,Fizames C,Samson D.Drouot N, Vignal A, Mill-
4 10 186. 00 198.60 180. 90 12.78 asseau P, Marc S, Hazan J, Seboun E, Lathrop M, Gyapay G,
> ’ 126.90 14710 110.40 30- 17 X Morissette J, Weissenbach J. A comprehensive genetic map of
6 12 238.70 265. 30 246.90 71. 070"
7 6 122. 30 133. 00 112. 70 71,20 the human genome based on 5, 264 microsatellites. Nature.
8 12 12950  136.30  131.50 3.7 1996380 (6570 152~154.
9 10 137. 30 174. 40 131. 30 16. 7¢ [7] Marklund L. Johansson Moller M, Hoyheim B, Davies W, Fred-
10 9 118.70 131.30 114. 60 74.87 holm M, Juneja RK, Mariani P, Coppieters W, Ellegren H,
1 6 85. 20 89. 30 83.00 26.9, " Andersson L. A comprehensive linkage map of the pig based on
12 8 97.60 137.60 73.00 21.8¢ " a wild pig-Large White intercross. Animal Genetics. 199627
13 13 195. 10 197.90 193.10 59.5¢" (4) . 255~269.
14 6 146.60 138.40 156. 80 14.04 [8] Fabuel Pefalver,E. Kartierung von QTL in einer Fiinfrassenkreu-
15 8 110. 50 130. 10 99. 20 8. 78S ) ) ) ) ) _—
16 8 90. 10 117. 00 68. 80 28.4¢ zung beim Schwein. Schriftenreihe des Instituts fir Tierzucht und
17 8 76. 50 108. 80 51. 40 26.9; * Tierhaltung der Christian-Albrechts- Universitat zu Kiel ,Heft 115,
18 6 7350  87.10 6130  22.8 - 1999. ¢ s

Total 166  2368.70  2625.90  2259.70  567.6{ 1997.

% P<0.05:; » * P<0.01: NS= .not significant. [9] Guo X. Kartierung von Genorten mit einem Einfluss auf Schla-
chtkorperwert-, Fleischbeschaffenheits- und Exterieurmerkmale
beim schwein Schriftenreihe des Instituts fir Tierzucht und Tier-
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