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Studies on the Mechanism of Variations of Hybrids
of Domesticated Silkworm and Eri Silkworm

—RAPD Analysis of Genome

LIU Chunyo CHEN Yuanlin GUIMuyan ZHANG Chunling

(Institute of Cell Biology, Xiamen University, Fujian Province 361005)

Abstract Twenty—four random primers were used to analyze the genomes of three descendant strains
with steady hereditable variation produced form domesticated silkworm by artificial insemination with
sperms of eri silkworm. The results show that in the RAPD patterns there are many amplified bands called
* parental bands” which are similar to those of the female parent. At the same time, there appears varied
amount of amplified bands called " variant bands’ that are different from those of the female parent. The
variant bands include non—parental-bands, lost—bands and several * expected—bands” which only shared

with the male parent. This research reveals the significant matrocliny and variation in the descendant

strains at the molecular level.
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URBETHRAREBNE, FREEBBZOME, BLEN, ERTRP, MEEWTHARENE, R
MTERBEFHREFETR, MADELHTHIMNRBEY RBATRH, ATSHRTER ERDSE D,
Deodikar &k, MBETERBEATFHZENBH NG R FHAEROLE, TELETERARET #
ERLE R B4R P . AN Williams %4137 T RAPD HiAR 3k, i ARCEAIIME BT shiEwiHREE s
AAMNEEFEREESHRIA " . LRIEH RAPD HARLAHLE. MERSRLON® A, ELEERH
X REFAFFIAR T BT IR TERSS.

FXRA RAPD HR, MEE, EAERRAIEESANERERNERARITRRT LRI, FiTT
TGN T B S IR A 5 A R A

L# B ™M F B’

1.1 SEZewH

BRRE BB D GLA)MEE SR 008 4) LA B BT T W0, =B RER R EF B
7% BHg,. BHg, BHy, BEFARYRALERERBEET 0RMUL. HREEE L. K4 ZARER
FhRas fE A L. AFENTERERE 1.

£1 ERENRESRMF)ETEHIE

o * E # R o ¥ E H R
o EfE. AT EERARE BH,,, Es. REE. HEEHR
204 SRR, WE. HEEY BH,,, K E. . SRR
B BRKG. #E. TEXER BH;; EEMO. #HE. EERH
1) ERRE. K HFE.

1.2 L H=*

1.2.1 ZEHA DNARR, 456N  BEHZREHESIRE, &L, 1 xSSC(0.15mol / L NaCl; 0.015mol / L
ITER=4.0.01mol/ L EDTA, pHT. )R HBUYEIIE, KRG UESM K Bk, 805 RRHQ4: DVEEA, LH
LVE DNA, B FE BN TE 2. BRI RNA B, EA K ik, B S48 REENRE, ZEEK.
HFREETHAK EFT-20C. HRELEIMEN (Shimadzu UV-240)FIRIRFEEEB BRIk T, Asgo/ Ay I0F 1.8
~ 1.9 ZE, 4 F87 50kb MLk, HEMEZEL 25ng / ul AT RAPD 4347.
1.2.2 RAPD 4347 5|47 % 3 E Operon ﬁ%]i?ﬁéiﬁ?ﬂjﬁ, RS % AI-01 & 20, 1-01 #1 1-02. LI &k W—06 #
W-20. 25u1 ) PCR K Z B F, &F 1U Taq BE(EER): £ 5p mol 3|47: 100umol / L dNTP; £9 25ng R iR
DNA. UAIMERE, 7 PCR {U(PE4S0) IS ITIRIEBRF: 94T 4H 55, 36 C E M 30s, 72C HEM# Imin, 3£ 40 ME
I, BEHE T2CEM Smin, P HEYE 1.4 % HFEREER B, EB 6, #5047 LA, B118 RAPD
B4 447 o

BMERESERRMBAR. 43K H£#¥% RAPD B L BIHFHRW), SFit HFHAEHNAEERD). &
DR RERD TARX#T:

1= 2Nab
Na+ Nb

Nab Jobeih A S8R B B FHE GHH, Na+Nb HFER A RS B B P& 8 BIME#EZH Y.

D
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2.1 BEIEEALLE:

KA 24 MENS Y ERESHED, KERMM 0 AHE,. URKDS5M,, £XFRKER BH,.
BHgq, BHyg 3t 6 MHEMBEEMMTT RAPD M, FiA S 919820, EE BT RAPD B (RLEM I,
I~4). EFFAREETEILEINE 216 £ 8%, AT HBK/IH7E 300bp~3kb 2 Hl. ZEY HE R+
BIGTH HARPRE R Y S R B S A 4, AT BRI, SRAE 2,

®2 RXRREEEXEMBEERD)

ﬂ' ;é mzm BHSél BH862 BH863 33:,\#45

:: . 0.796 0.841 0.801 0.821 0.855
#3204 - 0.262 0.046 0.211 0.364
pix=- 0.364 0.455 0.355 0.353 -

mE 2 fin, ZEBREXFEREZ BlfifEE FRA(D=02801~0841), BIEFREM,, HT%E SEK
RO A KREER(D=0.796 M 0.855); F2¥; 5#0 & BH & RABEIEBE 0.353~0.455 2 J]; ¥, 5 BH
BRZ AR BEESRET 0.262(BH,,,), KK 0.211(BH,,), 5 BHy, KBRS /IMD =0.046), X 581
MR ERIEREYSHEE .
2.2 TRAFEM RAPD BiESH

te. RS DNA Y=Y $, 3 ARG REGFARMY HH & SIS 68.9% M L, 5 EH F 74
BARE 2% (AE3); —REFH. EERBRPEAT —LEIGEFHRAENHH, BB EIEF (LEE
L2) REWAKRT -~ LGAFEFNY M, HAE AW (WEMKL3), LHEEERMASY OPAI-02
OPAI-07 %t BHy;DNA P #p/=¥, BHIA T XEFMAH, BFE" B# HF &R (OPAI-02 930,
OPAI-07 1900)(W.EIRR 1, 4).

£3 ERDAM RAPD EiEFEEY EHFALLEI(%)

@R &R X R 58 A48 5] SR 5WER R K FFARFHH
BHy, 15.2 70.7 0 14.1 35.2
BH,,, 16.8 79.8 0 3.4 5.7
BH, 16.0 68.9 1.9 13.2 13.2
3 i

FEMERBHALR —METERE, EFEPERYHN. ERMNMHA—LEENIES, BLATE
BRI RATURBENEFSERERT, RANTRBENERFERNEEES. RAFKASEFMERA
(2n=56), HAA AR, RESERBEZHNEN, REZNEERER TRM T REN —FIRELER
£ SRR LR B A A OB FTIESE (© . (B, TR A R AT DA & S IR R B2 HATRA
RAPD HAKMPHERERH, TEEXFETHELERAEHTL. ERTERANYESIP, FUFEERR
SHFMANY EH, THA-SRENARTRER ZRH, F" EPEF" . REE . RAF5LFHER
BB %, SETFHENHIA, TERHERER FHETARENAKNINE DNA NER, RBEFER4
FHEEHEETEHEBERER DNA FREBEA, RARSHSNER. BLEF EATERNELT. &



8 % f& HEREDITAS (Beijing) 1998 20 %

BiE DNA ZAREREY, THRELZERZERRUTNEE. T2 AKSNE DNA XZEERMAEMAN
HEYE, ATMSBTHEAEAERAKNE S ERXERETHELRIENERC BEREL), LTRELR
BEFEAHERCEBE"), ZEFHASTRTLRFEMFTERC RE"F); XL FRE A ERNERTFERNTRE
ME, BAREERERARR MK EERFEE, RA—EENERERFAHEEARRNEN, XBHFERE
EXBREUBRB-BERANEERRZ —.

RMNERXRENERE DNAMEEEFANZIET, FAURI SHEXTZBRBUNGR, HFEATREW
RENERERTEARFEERE 7P . MEKE DNA BARSHIRKE R #/T RAPD 0, HiB2 T 5&XF
KA BRE P BRETE FESERBRTMING DNA EESASRN RN, 7] fEFEEARR
AL PR,

RiE RAPD Eiit EH B EERRA: #XEANERRE/M, ENS8FBEER/ N REMFHZE
MB SHH% WBEER. TAERAASBFANBLERLERAER, HEFBHNRDIRKA
BHg, > BHy > BH;gp, X 5 HREE B ERAWE.

EERTHHE, HTHEDIEYNEHRFER, BRUMELHARAREEEL. BRIZXRXARDLE
REZE, ATEBEEFEXNER, (UUREBELEARTHIALFER, REERXREEEFXIEREENEAL
YR SR AT, BRSNS FRF LHTRANBE, AW RBREERTE R R EERRERIE.
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# FH RAPD # Al B!

|. 3% OPAI-01(F %% S’ACCTGGACAC3NW ¥ M E#, #ik/R BHg PR EFRAEH"; 2. 519
OPAI-13(fF51 % 5’ACGCTGCGAC3 )i i HEi#, #i kR BHgq. BHge PHSREH", 3. 514 OPAI-02
(FE 5% S'AGCCGTTCAG3 )M ¥ ¥ E i, #ik 7" B 8% OPAI-02930(BHg; #H); 4. 514 OPAI-07(fF 3!
% S’ACGAGCATGG3 )M ¥ M i, Fi k=" B M #” OPAI-071900(BHg, ). EH M. 4 FRARIC
)DNA / Hindll + EcoRIl; N. 4+ F®R47iC pBR322/ Haelll; E. BT L; DO. HE ¥,
D1. BHgq,; D2. BHg; D3, BHg: S. REN ¥, C. TR .





