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Abstract: [Objective] Investigation of the tree peony’s genetic diversity (Paeonia suffruticosa Andr.) is significant in utilizing

its germplasm resources and cultivating new varieties. [Method] The phylogentic relationships among 30 tree peony cultivars were
analyzed using AFLP to study the genetic diversity with eight AFLP primer combinations (M+3 and P+3) . [ ResultJAmong the 1123

bands detected, 965 bands were polymorphic and specific bands were found in all 30 tree peony cultivars. The high ratio of

polymorphic bands (86%) observed in this study indicate abundant genetic diversity among tree peony cultivars. [ Conclusion] Our

results suggest that the 8 pairs of prime combinations could be used to distinguish between all cultivars being tested. Results of

cluster analysis showed that the classification based on AFLP markers of cultivars was consistent with their origin.
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Table 1 The list of cultivars used in the study

J¥%5 No. mAl 4 Cultivar SKJi Origin J¥*5 No. fnfi 4 Cultivar KJ5 Origin

1 PEFEIR Yingluobaozhu # P Luoyang, China 16 277 Yunfang % Anhui, China

2 #FIT4E) Chunguihuawu # P Luoyang, China 17 Vit Xishi % Anhui, China

3 #£ M Lantianyu #PFH  Luoyang, China 18 & Huizi % Anhui, China

4 /NHILT Xiaohuhong #PFH  Luoyang, China 19 LA Manaopan Hlf Gansu, China

5 F 1B Qingshanguanxue B Luoyang, China 20 EFBE A Zongbanbai Hlf Gansu, China

6 1128 % Fomenjiasha #%FH  Luoyang, China 21 48Rk Jt Chahuazhuangyuan ‘H7ff Gansu, China

7 5.4t Doulii #%FH  Luoyang, China 22 #£%5 Zijuan ‘H7ff Gansu, China

8 PHP4E Danluyan #%FH  Luoyang, China 23 KA Tianyi HA Japan

9 #4185 Yinfenjinlin ¥#FH  Luoyang, China 24 16%5i Huajing H 4 Japan

10 AN 4T Cangzhihong #PBH  Luoyang, China 25 1L Huawang FI A Japan

11 HELIHRYE Taohongxianmei #PBH  Luoyang, China 26 3% Haihuang F#[H America

12 4 EAZT Jinyujiaozhang # P Luoyang, China 27 3% Chahuang 1% H France

13 S TIR Jinxingxuelang %P1 Luoyang, China 28 414 Jinge 4:[¥ France

14 B Yeguangbai #PBH  Luoyang, China 29 L Qirui P4 )1l Sichuan, China
15 A Yuloudiancui W PFH  Luoyang, China 30 i )11 4% Pengzhouzi VPY)1| Sichuan, China
1.2 Fk LB FARRREAT . B AR RN DNA [ EED) A
1.2.1 EDNAMIE RHASGEN CTABIEPIARER  SkIFEBAE R — RN T 76 20 pl RMNARR P

TR 4 RS DNAS
1.2.2 AFLP FIH a5 E AR H AR & k5 &

17 DNA #5424 (50 ng-pl™) pl, Pstl Al Msel £3k 1 ul,
Pstl (4U-ul™) F1 Msel (4U-ul™") 2 ul, 10 Reaction buffer
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2.5 ul, 10 mmol-L™'ATP 2.5 ul, T4 Ligase (3U-ul™) 1 pl,
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Table 2 Polymorphism of AFLP bands obtained by selective amplification based on the 8 primer pairs

JP GlE7/Eikey S EZ ek EZ X IA-NER

No. Primer combination Total band number Polymorphic band number Polymorphic band percentage (%)
1 P-GAA/M-CTG 125 106 85

2 P-GAC/M-CAA 145 127 88

3 P-GAC/M-CAC 134 116 87

4 P-GAC/M-CTT 148 135 91

5 P-GTG/M-CAT 128 106 83

6 P-GTT/M-CAT 142 126 89

7 P-GTT/M-CTA 149 114 77

8 P-GTT/M-CTG 152 135 89

& Total 1123 965

%] Average 140 121 86
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M: Marker ; 1~30: fhFigi*5 3K 1 M: Marker; 1-30: The species codes same as Table 1

1 F P-GAC/M-CAC 3494 & X441 F3#Y AFLP 4 1B &l
Fig. 1  AFLP fingerprinting patterns of tree peony using the primer combine of P-GAC/M-CAC

0.57 0.63 0.70 0.76 0.83

2 {KIE AFLP FRICRYH A FREE KR

Fig. 2 Dendrogram of cluster analysis for tree peony based on AFLP markers



8 A /NS FRA PSR IE AL 2 FEYER) AFLP 24T 1713

TG BRBEFA. 84 , AFCATUILS R 2 3 404 4
AR A G R BI85 NHZ, F i
84y S A HESE L ASTREFR, RIS SRS,
X AN A BB A DO T 2L e R i SR A= 4 o
FEPE e WP IEERI T IR, BTF N IR B, Wk
B, e, Eaehiatta, S, i, 6
YUAFE 1 ANTE SR (P o« HILERTLER, £
HOAUF AR [R] 1) Rh TR B AR B VISR G OR 2R H A
A Rl ) SR AR SR AE— R A E S, e VLRG0 3
ANEA, R A 2 JERTE H, 1R R
U T RARUR SR (0.8264) , H/EATTEE T R
JITARIAL (RS FD e, et 16l
A ZE 5, SRR GERAD | e (RO
FR AL CRE AR #AH LI PF 96 O R J e
(0.6443) . GRIIRFBOCHW NS HARES (2
A LA (D L e (D AR (i
AR, (0.7038) , (HABATHLEA 1 EAHSE, METsL
H&RFRMEBMEES LT (0.7523) , —#HRit
B (B R —8Uh, e, e BB
RREERIEEoR, 7255 3 M 4 AR GEH K
ANEHEE, F ISR ITAR) BRI IaRsh, 3L
A 3AEFE RN B ZEAERI 4 AP R

®3 MR R RS YA S R A E SR E

W, FERUAR RN AN b P AR 2R AR TG 5B AT R
M5 - S AETEAN R R PRAS SR A SR o X R e 1
BB LG RSP AR Cnde ) [ — & 1
RO, (A2 BB AR R AR A B KR,
AR RE— P
2.3 AFLP f5 4 EIEHU4FAERN A [E) 549148 & RO A3

R

8 45 1WA 30 A it Pl ARSI 2 50 H A S (R S ek
Fer R (GR 3D, T DURRE I S G R Ry ey Rk
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Table 3 Specific bands and identification, percentage of primer combination for varieties

Fr A FAT R 3l B B/ B T B EYipe

No. Primer combination Specific bands (present) Specific bands (absent) Identification percentage (%)
1 P-GAA/M-CTG 39 5 63

2 P-GAC/M-CAA 40 7 83

3 P-GAC/M-CAC 43 5 80

4 P-GAC/M-CTT 36 4 77

5 P-GTG/M-CAT 34 4 67

6 P-GTT/M-CAT 30 6 67

7 P-GTT/M-CTA 33 6 63

8 P-GTT/M-CTG 32 7 63

V34 Average 35 55 70
3 b i, ARSI A 2RI A B, HF

Je
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B PHRP RIS A 25 5, IRAF T 86% M Z AT i
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B R 2 AR R ARG TR s

Btgst g | = 2 Ak (121 400 BT
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AP B, BfE 2 REE B, R ILEE T SO
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FEMZS . BN TP IR I 1)
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