HrE AR 2006,39(5):1038-1043
Scientia Agricultura Sinica

RFLP & 7~E0FITEE FHZ 75

I, ox B E OB AEAC EAA, K K, THR

(“ R bE, K 300384; 2 BT A%, it 300071; Aerb RSR[5 Se k%, 5L 430070)

HE: [EW) BB AN L 5. [riE] SR FAME 12 £ B4R LIy RFLP 3t £ AN AKAS & Frat
M, GEE LM BT i oA X S AR A R MEAT IR R A S M R LT 5 o T s . (4R ] k5
28 /N RELP A H 44T, R R UL AW E RF oA Y, XLFLERBAXT EFEZR. [£#]
M ARAT B X ARE B PR AT R T K. KRR EALR 5] B oy 5T R A, F6 153X SR 4 B AT 1048 T 1
FEHA L ST UEIRE R AT 5 KT LT R iE.

KHER: AKAE; RFLP, AEAZ AR

Genome Polymorphisms Between Indica and Japonica
Revealed by RFLP
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Abstract: [Objective] Revealing the genome polymorphisms between Indica and Japonica subspecies. [Method]l RFLP
markers, which are distributed on 12 chromosome of rice, were used to analyze Indica-Japonica differentiation in different rice
varieties. The same time, genome sequence variations of screened loci were analyzed by bioinformatics method. [Result]
Twenty-eight RFLP probes, which can classify Indica-Japonica rice, were confirmed. Subspecies genome polymorphisms of screened
loci were found by analyzing the publication of the genome sequences data of rice. [Conclusion] The study indicated that these
screened markers can be used for classifying Indica-Japonica subspecies. With the publication of the genome sequences of rice,
marker polymorphisms between Indica and Japonica subspecies can be revealed by genome sequence differentiation.
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Table 1 Rice varieties tested in this study
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Table 2 Analysis of Indica-Japonica specialty of 19 rice varieties using 28 RFLP probes
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Fig. 1 The dendrogram of 19 rice varieties
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Fig. 2 Gene structure corresponding to probe RZ906 and distribution of EcoRI cleaving sites in its gene and flanking sequence
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