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Abstract : Purpose and Methods: It’ s necessary to construct the conserved amino acid resdue mutations of
HDACL for studing the functions of the coserved amino acid resdues of HDACL. On the base of cloning of
HDAC1 cDNA , Three mutantsof HDAC1 , which contain the conserved three amino acid red due mutations re
ectively were made by the Altered Ste  in-vitro mutation syssem, and confirmed by DNA sequencing. Re-
sultsand Conclusion : The results were that C151A, Y188F, S197A mutants of HDACL were obtained, and
made the base for further studing the function affection of conserved amino acid resdue mutations.
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Figure 3A  Corregpondence nucleotide mutation with C151A
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Figure 3C  Correspondence nucleotide mutation with S197A
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