Vol.19 No.1

Q
~

Polymorphisms of Methylenete-
trahydrofolate Reductase C677T
Co7TT and Hyperuricemia in Males

YAO Hua' DING Li-li* WANG Xian-min' XU Fei-li’
( 1.Hospital of Traditional Chinese Medicine, Xinjiang Medical

ly 2y ly ! Unaversity, Urumgi 830000, Xinjiang, China; 2. First Affiliated Hospital
(1. of Xinjiang Medical University, Urumgi 830054,
830000; 2. Xinjiang, China)

830054)
(MTHFR) C677T

91 81

MTHFR MTHFR T (¥*>3.84 P<0.05),T/T
C/C  BMI (1<1.96,P <0.05) MTHFR C677T

MTHFR
Q754 A . 1004 — 616X (2007) 01 - 0050 — 03

ABSTRACT BACKGROUND & AIM: To study the relationship between polymorphisms of methylenetetrahydrofolate
reductase C677T and hyperuricemia in males . MATERLALS AND METHODS: A case-control study was conducted with 91
males with hyperuricemia and 81 males as control. Anthropometric, blood pressure and biochemical variables, including
serum lipids, glucose,serum uric acid, creatinine and urea nitrogen were measured. MTHFR genotypes were detected by
DNA microarray technology. RESULTS: The frequency of MTHFR T allele among the cases(50.5% ) was significantly
higher than the controls(38.8% ) (P =0.028), the odds ratios for hyperuricemia was 1.615. Uric acid , triglyceride
concentrations and body mass index were markedly higher in subjects with TT genotype than in subjects with CC
genotype(P < 0.05), homozygotes for the MTHFR mutation had a significantly higher mean uric acid level
(458.69 + 128.51 ttmol/L)than those without mutation(392.77 + 118.90 t*mol/L, P < 0.05), whereas heterozygotes had
an intermediate value (411.28+ 118.34 tmol/ L) . coNcLUsiON: MTHFR C677T mutation may be considered a risk
factor for hyperuricemia in Chinese males.
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2 ml EDTA DNA Hard-Weinberg (x*<3.84 P> 0.05)
DOPCR 5°-TGAAGGAGAAGGTGTCTGC MTHFR T
GGGA-3~ 5°-AGGACGGTGCGGTGAGAGTG-3~
25 11 @ (x*>3.84 P<0.05 OR=1.619) 1
200 (1 PCR 2.2  MTHFR C677T
41 C q MTHFR C/C C/T T/
30 min R 200 #1 T UA BMI TG T/T
41 «C 5 min c/C (t>1.96 P<0.05)
©) 1 2
2 200 pl 5 min 2 MTHFR
3 200 ¢ Table 2 Distribution of clinical variable in MTHFR genotypes
.. . MTHFR genotypes
2 min 200 1 41 oC Clinical variable o/ C/T /T
40 min @ age(year) 39.18+8.45 39.13+9.91 39.72+8.84
BMI(kg/mz) 24.72+3.15 25.53+2.87 26.29+2.79°
41 C WHR(em/em)  0.89+0.15 0.90£0.07 0.910.06
Array Doctor SBP(mmHg) 79.42+9.47 78.63£11.12 83.54+12.26
DBP (mmHg) 119.19+ 14.47 120.98 £ 17.57 122.61+13.00
BUN (mmol /L) 6.07+1.69 5.92+1.49 5.85+1.21
CREA (#tmol/L)  106.09 + 18.67 102.50 + 19.36 98.77 £ 19.66
1.2.2 12 h UA (#mol /1.) 392.77+118.90 411.28+118.34 458.69 + 128.51 "
GLU (mmol /L) 5.85+1.94 5.47+0.65 5.84+1.31
2 ml’ ’ TG (mmol /L) 2.13+1.39 2.27+1.64 2.91+2.07"
CHOL (mmol /L) 5.27+1.00 5.26+0.87 5.62+1.01
_ HDL (mmol /L) 1.70+0.28 1.68+0.27 1.65+0.30
LDL(mmol /L) 2.89+0.74 2.79+0.71 3.00+0.81
7060 VLDL (mmol /L) 0.68+0.54 0.77+0.55 0.96 £ 0.56
1.2.3 Ccompared with C/C, " P <0.05.
1 MTHFR C677T
Table 1 Distribution Polymorphisms of MTHFR gene
MTHFR genotype MTHFR allele
Groups P P
C/C C/T T/T C T
Control (n = 81) 28(35.0%) 43(53.1%) 10(12.5%) 98(61.3%) 62(38.8%)
Case (n =91) 19(20.7%) 53(57.6%) 20(21.7%) 0.063 91(49.5%) 93(50.5%) 0.028
OR 1.000 1.816 2.947 0.619 1.615
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