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Cloning and Tissue Specific Expression of Duck A-FABP Gene
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Abstract: A 422 bp ¢cDNA of A-FABP gene was cloned and sequenced from the adipose tissue of
a 35-week-old female duck. it contains a complete 399 bp CDS, encoding 132 amino acids. The
duck A-FABP gene shared about 94% homology with that of poultry(goose and chicken), and
73.4%-75. 7% homology with that of mammal (human, mouse, pig and cattle), while the corre-
sponding protein shared more than 92.4% and 72.0%-77. 3% homology with the above animals’
A-FABP protein, respectively. The results of the semi-quantity RT-PCR indicated that duck A-
FABP mRNA did not expressed in diencephalons, lung and kidney, and its mRNA expression
level of adipose tissue was higher than that of other tissues (P<C0.5). A-FABP gene is of high
conservation in the course of animal evolution. The expression level of AAFABP mRNA is parti-
cular to tissues.
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1. The RT-PCR product of primer AF1/AR1;
2. The RT-PCR product of primer AF2/AR2;
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Fig. 1 1% agarose gel electrophoresis of RT-PCR
products of duck A-FABP gene
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Table 1 Homologous comparison of nucleotide and amino acid sequences of encoding
A-FABP gene between duck and other species
Yy fp B 1 R [ W5/ 4 SR [ P/ %
Specie Accession Number Nucleotide identity Amino acid identity
# Goose AF472610 94. 0 92.4
38 Chicken NM-204290 93.5 93.2
A Human BC003672 75.2 77.3
/NEL Mouse NM-024406 73.4 75.8
¥ Pig Y16039 75.4 74.2
2F Cattle X89244 75.7 72.0
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A-FABP

GAPDH

1. Adipose; 4. Heart;

5. Spleen; 6. Small intestine; 7. Glandular stomach; 8.

2. Liver; 3. Skeletal muscle;

Muscular stomach; 9. Diencephalon; 10. Ovary; 11. Lu-

ng; 12. Kidney. The same as below
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Fig. 2 1% agarose gel electrophoresis of duck A-FABP

gene mRNA expression in various tissues

50 3" ity A i A5 X 51 Ry 08 KE 4 4 TG A7 AE
HARSR I PR . AR TS 1 vk e A E R A-



822 = M

IE

il 39 %

3.50

o
T R=R =)
SSS S

1.00

e
W
(=]

0.00

A-FABP(IOD)/GAPDH(IOD)

A

o [

.ﬁﬁ.
6 7
WA PR FE R AFABP 5 GAPDH mRNA 10D L
{8 5 185 AL AR R R AR [R) 4 21

The vertical axis indicates the value of the A-
FABP mRNA quantity relative to GAPDH mR-

NA quantity, whereas the horizontal axis indi-
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cates the various tissues
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Fig.3 The histogram of the expression of duck A-
FABP gene mRNA in various tissues by the
semi-quantitative PCR
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