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Cloning of MSTN Gene and Research of Relationship between MSTN Gene
Expression and Different Energy Diets or IGF-1,GH in Serum of Xupu Geese

HU Jun-peng, HE Rui-guo” , FAN Wei-xing , CAO Ai-qing
(College of Animal Science and Technology , Huazhong
Agricultural University ,Wuhan 430070,China)

Abstract: Genome RNA was extracted from leg muscle of Xupu geese, MSTN gene mRNA was
amplified by using RT-PCR, the PCR product was cloned into pGEM-T vector . The MSTN gene
was isolated and sequenced from the positive clones screened based on the MSTN gene clone,
using factin as inner control, constructing an optimal semi-quantitative RT-PCR method, the
difference of MSTN gene expression at 21 and 70 days by feeding different energy diets, at one
time we detected IGF-I and GH in serum. The unique DNA fragment about 1 128 bp in length
was obtained. Sequence analysis revealed that it has a length of 1 128 bp which encodes a 375 a-
mino peptide. Compared with homologous sequence of chicken, duck and Landes geese, it dis-
played a fairly high conservation. The homologue of the nucleotide sequence are 94 % ,94% ,99%
respectively; the homologue of the amino acid sequence deduced are 98%, 97% ,98% , respective-
ly. The results showed the expressions of MSTN in Xupu geese were showed no significantly
differences at 21 days; but the expression of MSTN was C>>B>A by 70 days; During 21-70 days

period, the expression of MSTN was changed with IGF-I in serum; it was not associated with
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GH in serum. The different energy influenced MSTN gene expression of Xupu geese after 21

days. The present study laid a foundation for further investigating MSTN gene in waterfowl.
Key words: Xupu geese; MSTN; muscle tissue; semi-quantitative RT-PCR;1IGF-1; GH
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Fig. 1 RT-PCR product of MSTN Gene



5 1 B 0 25 B0 A0 UL P A S o] B TR PR (MISTIND 1 v e I 0 6 76 B 5 F BB B L I 3% TGF-1 1 GHL 19 96 R B 9t 585

M1. DL15000 maker,M2. DL2000 maker;

A. Fragments digested by Gsz | and Ecro |
B2 pGEM-T-MSTN g 3 Eg 1] #&
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Fig.3 RT-PCR product of fractin

2.3 AEBBEERAT 215 70 HR TR 3
BUERE MSTN EFEMWRIEE
F A G cDNA ¥ fig i) MSTN &

K514 P3.P4 #4T PCR 973 . UM &S 1> g &=
AbFRAH AT B RT-PCR AL BN 3 4,
T I8 AR TG = A 1. 0260 BTN B BE i H
VKM T A 5 R Y J7 B S B X MSTN B
KA w| HA7 K & &, @13 Image Master VDS
software Zp M5 T A B R UK & Fr )5 - 15 AR
PERI AR F . AT LAt MSTN i 5 5 35 2 19 &5 1%
HEAT PR M. 5 19 30O W) RE i 4L U RS
MSTN :[H 21 1 70 H % 0y 23k 5 K35 (B 4.5),
A B (&

AB.C3RoR 3 B TR BE &2 H O IR 3815 19

cDNA 7Rk & 8% — SR 81 1 Be. &1 5 [\

4 HUEES MSTN EE 21 HRRHIRIEE

Fig. 4 Xupu geese MSTN gene expression at 21
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Fig. 5 Xupu geese MSTN gene expression at 70 days
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Fig. 6 Xupu geese MSTN gene Expression at 21,70 d
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Table 1 Xupu geese weight, GH and IGF-1 in serum at 21,70 days

i H Item H % Days B C
) 21 A 740.174112.98 714.714185. 46 795.004101. 10
R Weight/g _ _
70 H#3 3 445.00£531. 22 3 021.40£260. 23 3 064.00£319. 61
21 H#d 134.38+49.51 127.794+5. 84 97.91+6. 94
IGF-1/(ng/mL)
70 H#% 107.15+34. 95 116.13+16. 27 122.42+5.68
21 HiR 0.38+0.02% 0.26=+0. 03" 0.80=40.09"
GH/(ng/mL)
70 H & 1.4140. 23" 1.7140.09" 1.7040. 22"
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A1 90 F Ao TR R AR i R o) o C-g (] 958 1 o 3
99% ., McPherron % 1997 4F F/N RARSE I C-R 3
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AN E Il A 1 i R R S N S C TR v = G
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B3 AR MM FREHER AR E AR
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RIS W] R I AR A A . R A e R
A R R AR R B Y, L IGF-T A S
SRR R FEL.GH WS A KR T
WA A RS . IGF-1 X & 3 A R B R
GH Sk, A5k HI 0 H OB [ 2000,
AT DL SR VRO RS A KT L R BB T R AR
XFIGE-1F1 GH 52 J5 . 21 F1 70 H 45 2] 49 1M
i GH F1 IGF-T X T fif B A= K A8 00 19 28 1k 2 vl A7
. AR 25 SR R0 UM RS MSTN JL [ 33k #
FH MR R VML IGF-1 & R —EM XA, X
TGRS 21 ~70 H B By A K MSTN Jk [ 1Y
Feik A IGF-T (48 fb 2 JE A — B0y, i % 2
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