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FTH SR 35 Tnnis, M. A. (1999) fTik J7 ik %
i, 1 TaKaRa( Ki) RAEWH AN A 51403E
4 5%k, JLHRIE N F ;L3514 NS1: 5'-GTA GTC
ATA TGCTTG TCT C3', Fif5I#NS2:5-GGC
TGC TGG CAC CAG ACT TGC3: LiFrgl¥
NS3:5-GCA AGT CTG GTG CCA GCA GCC3',
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FIAFREAT §14: 94C ¥4 4 min, S0CIR K 1
min; 72°C ZEf 1 min 30 s; 94°C 254 1 min; 755 30
ANE. SRIGAE 72°C 2 1 min. PCR P*ES IR
L LEER 1. 25% BiARwl Lk, Kool 5 K.
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Table 1 The 18S rDNA gene data about the isolates of nematode-trapping fungi and related fungi
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2. Arthrobotrys amerosp ora AF106533
3. Arthrobotrys conoides 1 ([ HEWT M) * AF106534 Adhesive nets
4. A rthrobotrys conoides 2T A JOO1983 A dhesive nets
5. Arthrobotrys dactyloides™" A J001997 Constricting rings
6. A rthrobotrys flagrans AF 106520
7. Arthrobotrys hertziana ATF106519
8. Arthrobotrys musgfarmis'" A JOD1985 A dhesive nets
9. A rthrobotrys oligospora var. oligosp ora 1( /DRI ML) ** 7 AJO01986 A dhesive nets
10. A rthrobotrys oligosp ora var. oligosp ora 2( /4757 M AL ) * 7 A JOO1987 Adhesive hyphae
11. A rthrobotrys robusta ( pyrif ormis) ™" AJO01988 Adhesive nets
12. A rthrobotrys sup erba( % 15 M) * 7 AJ001989 Adhesive net(hyphae)
13. A rthrobotrys thaumasia AF106526
14. A rthrobotrys sp. AF 106535
15. Arthrobotrys sp. AF 106536
16. Dactylella cylindrosp ora AF 106538
17. Dactylella oxyspora 1* AF 106537
18. Dactylella oxyspora 2** AJ001993 Not nematophagous
19. Dactylella rhop alota™ AJ001992 Not nematophagous
20. Duddingtonia flagrans™* AJO01895 Adhesive nets
21. Duddingtonia fiagrrms“ AJ001991 A dhesive nets
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1) 4 AR B BeEH W, 2L/ 5l i 597 bp.
555 bp~377 bp #1310 bp.
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B 1 PCR Si1L =437 A5 18 LA FR ik B
Fig.1 The agarose gel electrophoretogram of
PCR purified product
1. Marker 7 (Marker Line); 2. NSI-NS2 §7 Hi 415 ( NS1-NS2
line): 3. NS3-NS4 §" 447 ( NS3-NS4 line) : 4. NS5NS6 41" 1%
HF(NS5NS6 line) ; 5. NST-NS8 4" 1 4i7 (NST-NS8 Line)
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Fig. 2 The phylogenetic tree of 26 isolates of fungi by cluster analysis of 185 rDNA gene
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Fig.3 The phylogenetic tree of 18 isolates of fungi by cluster analysis of 18S rDNA gene
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Study of the Relation on the 18S rDNA Gene Sequence and the Phylogeny

of Nematode-trapping Fungi
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Abstract: The 185 rDNA gene sequence and the phylogeny of nematode-trapping fungus such as the isolate
of Arthrobotrys oligospora Al were studied. The results showed that the full 185 rDNA gene of
A rthrobotrys oligospora Al contained 1769bp nucleotides. The phylogenic analysis of 185 rDNA gene se-
quence from nematode-trapping fungus reported in GenBank and our isolate was conducted by DNASTAR
and evolution trees were established. In evolution trees Arthrobotrys oligospora A1l showed a relatively
closer relationship with A. oligospora var. oligospora 1, the homology of the nucletide sequence of them
was 94. 7%, which was in agreement with their trappiny organs-net works. It indicated that the trapping
devices might be related with the phylogenic evolution of nematode—trapping fungi. It implied that they
may belong to different strains from the areas of different countries based on the evolution tree and the ho-
mogeny result of 3 isolates of Arthrobotrys oligospora (Arthrobotrys oligospora A1, A. oligospora 1, A.
oligospora 2)in this study.

Key words: Nematode-rapping fungi; Arthrobotrys oligospora; Nematode-trapping organ; 185 rDNA
gene; Phylogeny



