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Tissue Differential Expression of PPAR-y in Bamei Pig
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Abstract: Total RNA and protein were extracted from visceral adipose tissue, subcutaneous adi-
pose tissue, skeletal muscle, kidney, liver, heart, lung and spleen of Bamei pig. The primers of
PPAR-y1 and PPAR-y2 were designed and synthesized. The specific expression of PPAR-y1 and
PPAR-y2 in different tissues were investigated by Semi-Quantitative RT-PCR and Western Blot.
The results showed that the mRNA and protein of PPAR-y1 were expressed in all above-men-
tioned tissues, and highly expressed in visceral adipose tissue, subcutaneous adipose tissue and
lower expressed in lung; PPAR-y2 mRNA and protein were highly expressed in visceral adipose
tissue, subcutaneous adipose tissue, spleen and heart, while remarkable lower in lung, kidney,
liver and muscle. In conclusion, the results suggested that PPAR-y might have various effects on
different tissues of pig.
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Fig. 1 Electrophoresis result of PPAR-y1(a) ,PPAR-y2(c)and factin RT-PCR products
and expression of the PPAR-y1 (b)and PPAR-y2 (d) mRNA in Bamei porcine tissues
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Fig. 2 Western Blot result of PPAR-y1 ,PPAR-v2 and B-actin protein(a)
and expression of the PPAR-y1(b) and PPAR-y2(c) protein in Bamei porcine tissues
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TL-6)115 45 5 0 40 i B 1, g I 41 28k m] 43 1 TNF-
oM L6100 A 5T & B PPAR-y 7 JIg Ui 41 4%
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