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Table 1 Results of the square variance analysis for the heat tolerance experiment in Taihe silk fowl

sl REAR R g P it/ C g5 Al C 15 B B[/ R EFHHAR (T 10 5)
15 1 662% 36.503"  42.06%£0.078 46* 43.01%£0.063 45° 360.0% 12.21" 0.025 9% 0.013 76"
15 1 6851 36.503" 42.23%0.078 46 44.91%0.063 45" 235.2%£12.21" 0.115 5£0.013 76"
3 15 1 6421 36.503"  42.13%£0.078 46° 45.05%0.063 45° 95.33% 12.21° 0.321 0£0.013 76
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“"¢ Values with different superscripts are significantly different at the 5% level
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Table 2 Selective amplification primers used in AFLP analysis

EcoR 1 51475 Taq 1 514075

EcoR 1 selective primer sequences Tag | selective primer sequences
1 E32 5-GACTGC GTA CCA ATT CAA C3 T32 5'-GAT GAG TCC TGA CCG AAA €3
2 E33 5-GACTGC GTA CCA ATT CAC A3 T33 5'-GAT GAG TCC TGA CCG AAA G3'
3 E39 5-GAC TGC GTA CCA ATT CAG A3 T38 S5-GAT GAG TCC TGA CCG AAC T3
4 E42 5-GACTGC GTA CCA ATT CAG T3 T48 5'-GAT GAG TCC TGA CCG ACA €3
5 E45 5'-GAC TGC GTA CCA ATT CAT G353 T49 S'-GAT GAG TCC TGA CCG ACA G3'
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Table 3 AFLP polymorphic markers associated with chicken heat tolerance
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E32/T32 E32/T38 E32/T49 E42/T32 E45/T32 E45/T48 E32/T48 E39/T48 E42/T38 E45/T33
5 Strong + + + + + + - - - -
1 Mid - B B - - - - - - -
7E Weak - - - - ~ ~ + + + +
Hht No. 1 | 1 1 1 2 1 1 2 1
SEARR M ARG AL, cp AR P p 4L, AR Ak AL + AR Rl - ARRB A Sl

Strong represents the strongest heal resistance group:; Mid represents modest heal resistance group: Weak refers to the

heat susceptible group. + /= refer to the presence or absence of the polymorphic marker
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Fig. 1 The AFLP band patterns generated
by four primer combinations
A.The AFLP band patterns generated by E32/T 32;
B. The AFLP band patterns generated by E32/T48;
C.The AFLP band patterns generated by E39/T 49;
D.The AFLP band patterns generated by E39/T48;

i Sk e

1. The weak heat—esistance group; 2. the modest heat—
resistance group: 3. the strongest heat-resistance group; the

specific polymorphic fragment is indicated by arrow
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Screening and Identification of AFLP Markers Associated
with the Heat Tolerance in Taihe Silky Fowl

HU Xiao<fen, REN Jun, HUANG Lu-sheng, DING Neng-shui, CHEN Cong-ying,
Al Hua-shui, GUO Yuan-mei, HUA Xiang-bai, ZHOU Li-hua, LI Lin
(Jiangxi Provincial Key Laboratory for A nimal Biotechnology .

Jiangxi A gricultural University, Nanchang 330045, China)

Abstract: Heal stress experiment was performed using 60 purebred T aihe silky fowl individuals, of which 45
chickens were classified into three groups (strong, middle and weak) with significant difference in heat
tolerance. A total of 25 AFLP EcoR | /Tagq |
of three pooled DNA each of the three groups.

primer combinations were used to detect the genetic variation
More than 1 800 fragments were amplified, none of
polymorphic fragment was detected by 8 primer combinations. Specific polymorphic fragments were revealed
in the pool DNA of the strong heat tolerance group using E32/7T 32, E32/T 38, E32/T49, E42/T 32, E45/T 32
and E45/T 48 primer combinations, and specific polymorphic fragments were detected in the pool DNA of the
weak heat tolerance group by E32/T48, E39/T48, E42/T38 and E45/T33 primer combinations. Those
polymorphic markers associated with heat tolerance can be developed into sequence tagged sites (STS),
which are useful for mapping, isolation and characterization of major gene affecting chicken heat tolerance,
ultimately providing a powerful tool for marker assistant selection (M AS) on chicken heat tolerance.

Key words: amplified fragment length polymorphism; heat tolerance; Taihe silky fowl



