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Abstract AIM To detect hMSH2 gene expression and test
abnormal methylation of hSMH2 gene promoter in esophageal
cancer tissue. METHODS In situ hybridization ISH and
methylation-specific PCR MSP methods were respectively used
to detect hMSH2 gene expression and hMSH2 promoter methyla-
tion in 32 cases of esophageal cancer and the corresponding nor-
mal tissues. RESULTS The positive rate of hMSH2 was 46. 9%
in esophageal cancer tissues which was significantly lower than
that in the normal tissues 84.4% P <0.05 . The positive rate
of hMSH2 gene in esophageal cancer tissues had a weak correla-
tion with age sex tumor size and location pathological type
histological grade lymph node metastasis Spread and tumor
infiltration depth P >0.05 . The occurrence rate of h(MSH2 pro-
moter methylation was 34. 4% in esophageal cancer tissues no
methylation was found in normal esophageal tissues and there was
a significant difference in the incidence of promoter methylation
between the 2 groups P <0.01 . The positive rate of promoter
methylation in elder patients age=70 years 85.7% was much
higher than that in younger patients age <70 years 20.0%
P <0.05 in the
patients with tissue pathological level of III — IV was much higher
than that in the patients with level of I-II 18.2% P <0.05 .
The positive rate of promoter methylation in esophageal cancer
13.3% was
significantly lower than that in esophageal cancer tissues with
53.0% P <0.05 . CONCLUSION

hMSH2 gene inactivation appears at the early stage of esophageal
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age and tumor pathological type and hMSH2 gene inactivation is
related to the methylation of promoter.
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