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Abstract AIM To explore the influence of the single nucleo-
tide polymorphism variants SNPs in the 3’-untranslated region

3'UTR of P21 gene on the development and lymphatic
metastases of esophageal squamous cell carcinoma ESCC .
METHODS The hospital-based case-control study included 202
ESCC patients and 265 healthy controls. Genomic DNA was
extracted by using proteinase K digestion followed by a salting-out
procedure. The SNPs of P21 were analyzed by polymerase chain
reaction PCR -fragment length analysis and PCR-restriction
fragment length  polymorphism PCR-RFLP
RESULTS The overall genotype and allelotype distributions of
P21 3°UTR polymorphisms in ESCC patients were not significantly
different from those in healthy controls P >0.05 .
analysis revealed that the P21 gene TT allele frequency in smoking
patients 26.0% was significantly higher than that in healthy
smokers 12.0% x =8.60 P=0.014 . Therefore compared
with P21 C/C genotype smokers with the T/T genotype signifi-

analysis

Stratification

cantly had a higher risk to develop ESCC sex and age adjusted A
=3.36 95% CI=1.45-7.75 . However P21 allele was not
significantly different in both non-smoking ESCC group and
healthy group P >0.05 . The ESCC cases were further stratified
according to the status of lymphatic metastasis at the time of diag-
nosis and the results showed that the p21 T/T allele 26.4% was
more common in ESCC patients with lymphatic metastasis than
X =6.128 P=
Compared with familiar monadelphous the C/C geno-

those without lymphatic metastasis 15. 3%
0.013 .
type T/T genotype significantly increased the risk of lymphatic
metastasis sex and age adjusted A =3.11 95% CI=1.28 -
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7.52 . CONCLUSION The P21 T/T allele may increase the
susceptibility to ESCC among smokers in North China and the risk
of lymphatic metastasis in ESCC.
Keywords esophageal neoplasms carcinoma squamous cell
genes P21 polymorphism genetic disease sus-
ceptibility lymphatic metastasis
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