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Fig. 1 Electrophoresis pattern for quick gel
analysis of total RNA of H. ginghaiensis tick
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Fig.2 Electrophoretic analysis of synthesized cDNA by agarose gel
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Fig. 3 Determination of primary phage titer of ¢cDNA library of H. ginghaiensis tick
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Fig.4 The PCR production of ¢cDNA clones
picked randomly from the ¢DNA library
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Construction of cDNA Expression Library of Haemap hysalis qing haiensis

GAO Jin-liang, GUAN Gurquan, MA Mrling, LIU Zhrjie, DANG Zhrsheng,
LIU Arhong, LI Werrhui, REN Qiao-yun, LUO Jiarmxun, YIN Hong’
( Lanz hou Veterinary Research Institute, Chinese Academy of Agricultural Sciences, Lanzhou 730046, China)

Abstract: Total RNA were isolated from organs such as salivary glands, Malpighian tubules, ovaries dis-
sected from partially engorged H aemap hysalis ginghaiensis. Subsequently mRNA were purified. A library
of oligo(dT)-primed ¢cDNA with added directional EcoR I/ H ind IlII linkers was constructed from the purr
fied mRNA. The constructed ¢cDNA was ligated to the EcoRl/H indlIIl arms of the SCREEN vector. The
recombinant phage DNA was packaged by using PhageMaker packaging extracts, resulting in a primary
¢DNA library with a size of 2. 0% 10° PFU. Data showed 100% of the library were recombinant and the ti
ter of the amplified library was 8 x 10°PFU. A fulFlength ¢DNA encoding myosin light chain alkali of
H aemap hysalis ginghaiensis was screened from the expression library using rabbit antrH aemap hysalis
ginghaiensis differential proteins serum. The results suggested that the cDNA expression library was con-
structed successfully.

Key words: H aemap hysalis ginghaiensis; cDNA expression library; construction
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