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Abstract AIM To obtain Mycobacterium tuberculosis

MTB furB from H37Rv-DNA express efficiently in E. coli
and purify the FurB proteins. METHODS furB was ampli-
fied by PCR from the genome of H37Rv and cloned into
pGEM-T-Easy vector. After sequenced furB was recombi-
nated into the expression vector pQE-80L by restriction en-
zyme digestion which was named pQE-80L-furB. The
plasmid pQE-80L-furB was transformed into E. coli DH5«x
and induced by IPTG. The furB expression was analyzed
by SDS-PAGE and confirned by Western blot with mice-
specific mAb against His ;. RESULTS furB was identical
to what reported by Genbank. The pQE-80L-furB vector ex-
pressed protein with relative molecule mass 15. 0 x 10°
which could be caught by His ( mAb. The expressed pro-
tein could be purified by Ni-NTA system kit with denatured
CONCLUSION
cloned and efficiently expressed in E. coli The results lay
the basis for further study of FurB functions.
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Fig3 Expression of His ¢-furB fusion protein by SDS-PAGE
3 His (fuB
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