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The Mspl Polymorphism of MYOG Gene and Its Relationship
with Some Growth Traits in Saba Pig
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Abstract: The expression product of myogenin (MYOG) gene plays an important role in regulating
muscle growth and differentiation of pigs. In this research, MYOG gene was chosen as a candidate
gene for growth traits of Saba pigs. The Mspl polymorphism of the gene was investigated by using PCR
— RFLPs technique, and the relationship between the polymorphisms and 5 growth traits was analyzed.
The results showed that 2 alleles and 3 genotypes of MYOG gene were detected in Saba pigs, which
there was still a higher degree of polymorphisms on MYOG gene in the population, though it was se-
lected by years of opening nucleus breeding. The two growth traits, 6 months body weights and average
daily gains from 45 days to 6 months of 3 genotypes were significantly different (P <0.05). The traits
of genotype AB were better than those of AA or BB. Combining with the previous results, it could be
preliminarily deduced that MYOG gene probably had some associations with growth traits in pigs.
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M }j500bp DNA ladder; #52. 6, 8, 9, 11 JAARY;
F14BBAY, §53.4.5.7, 10 0ABHY
M 1s 500bp DNA ladder; the bands 2, 6, 8, 9, 11 are genotype AA;
the band 1 1s genotype BB: the bands 3. 4. 5. 7, 10 are genotype AB
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Fig. 1 Electrophoresis patterns of enzyme
Mspl cleavage products for IGF-I gene
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Tab.1 Gene frequency and genotypic frequency
BLPH R A% e b S 2 SETES WEE
genotype No. of individuals genotypic frequency allele gene frequency heterozygosity
AA 87 0.5370 A 0.7222
AB 60 0.370 4 0.401 3
BB 15 0.0926 B 0.277 8

2.3 MYOG HH LS ERMERN LR

FH TR (MYOG H: R4 ) A T AR
/N T IR AT 3BT A 25 SR | AN ) JE PR 1Y 54
[ EFT AT B 5 AR I e 2 3 I AR
(P <0.05, AL RALIIH)

AN ) 32 PR R A KRR ) e /N — TR BB L R 2
MZE2 PR LIE 1, MYOG SRR [R] L H AR 6 H
WA 45 Hi ~6 A IAE H3EE 2 MR L

R EZES (P <0.05), H¥LL AB Bl HE, AA
RIRA, Hod, AB B BB BIAMAR) 6 k1A &
I3RS AA RIS 4,53 kg (P <0.05) F12.41 kg (P
>0.05),45 Hiy ~6 i H R0 AA B
41 g (P<0.05)#112 g (P >0.05) ,{H AB AU BB
U] 7 22 5 0 ARGk 3 i 3 K- (P >0.05) , 7EH:
AR 1,3 B R ] A 22 5 R TR 2] I 3 K7
(P>0.05) fHEK EASLL AB BUFT BB AU

®2 MYOG EEARERAMMBEETNHEE
Tab.2 Body weights and average daily gains ( ADG) at different stages of different MYOG genotypes

4 HitikdE kg 6 HiblhE kg 45 Hit ~4 HIVH M E/¢ 45 Hib ~6 HIVH I E/e 4 -~6 HitHHE/ ¢
JHL R 78 Body weight Body weight ADG from 45 ADG from 45 days ADG from 4
genotype at 4 months at 6 months days to 4 months to 6 months months to 4 months
LSM SE LSM SE LSM SE LSM SE LSM SE
AA 41 31.78* 1.27  48.06" 1.49 305" 18 287" 12 271 16.91
*B 35 34.71* 1.11 53.13* 1.31 349* 16 328* 12 307" 14.78
BB 12 31.94* 2.55 50.47*> 3.00 290 31 2992b 22 309 33.96

TE R LSM Sy fe/h 3B, SE ubRifEne RS IELEL AR AR TR R 2 R AR R (P >0.05) A ARl 7Rk

HREFBE(P<0.05),

Note: The LSM and SE are least square mean and its standard error. The means are compared in same column, means with the

same letters have not significant differences (P >0.05) , means with different letters have significant differences (P <0.05)
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