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Abstract. 5 pairs of primers were designed to identify SNPs in 3'-regulatory region of Myostatin
gene in 3 geese breeds, and the relativity of SNPs and slaughter characters was also analyzed.
And the results showed that two SNPs were detected, which were A88G and G353T. Population
genetic analysis indicated that there were EE and EF genotypes in 88 bp site, and E allele was a
superior one. The frequency of EF genotype was especially high in Yangzhou geese (0. 550), but
very low in Wanxi White geese (0. 033). In 353 bp site, three genotypes, GG, GH and HH were
detected . The frequency of GG was the highest and that of HH was the lowest in 3 geese groups.
The relativity analysis showed that individuals with EF had higher slaughter performances than
those with EE. For leg muscle weight(LMW) and leg muscle percent(LMP) , individuals with
GG were significantly higher than those with HH in Yangzhou geese and Wanxi White geese (P
<0.05).
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iy /@A /S B R 3L N 4] DNA , TE &% # )
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1.7~1.8 Zl,

1L.2.2 5Bt AR A5 & B RS 3'-J =
X #4751 (GenBank % 3% 5 S5 DQ291134) % it
PCR-SSCP 43 51 9y, 4 3 7 ¥y Fr Wy iy A< 5 4% il 72
100~ 300 bp, &5 B4R 3etlF: 5~ GAGACCCAC-
CACTTCATA -3',3etlR:5- AATCACCAGTCATT-
AGGC -3" ; 3et2F: 5~ AAAAGACCAGAGAGTT-
GCCTAA -3',3et2R: 5~ ACCTT GAA ACCTGCG-
TAT -3';3et3F:5'- AATCCATACGCAGGTTTC -3',
3et3R: 5'- AAGGATGATTCTGGTGGT -3'; 3etdF,
5'- ATGGTAGTGTATTTAGCGTG  -3', 3etdR; 5'-
ATTTCTTGCGAATGTTGA -3'; 3et5F: 5'- TAT-
TCAACATTCGCAAGA  -3', 3et5R; 5'- CTGTCG-
CAACCAACTATT -3/,

A 51 i B A T A TRA R A K.
1.2.3 PCR-SSCP 4r#f PCR ¥ ¥k & .10 X
buffer 2. 5uL, 25 mmol/L. MgCl, 2. 2 uL, 10
mmol/L dNTPs 1. 0 pL. , 10 pmol/L F i# 51 % 1.5

pL.10 pmol/L F¥#5I# 1.5 uL, Pyrobest™ DNA
Polymerase 0. 2 }LL,*ﬁﬂi 1.0 pl, AW ZE K & 25
pL. PCREJFH .95 C 5 min;94 °C 1 min.55 C 1
min,72 ‘C 1 min, 30 ™MEH ;72 °C 10 min.4 C L}
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Fig. 1 Detecting result of 3etl primer
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Table 1 The genotypes and alleles frequency screened by PCR-SSCP of primer 3etl

Fe [K RIS % Genotypes frequency ZEN LA R Alleles frequency

il Fh Breeds FEA KL Number

EE EF FF E F
M Yangzhou 40 0.450(18) 0.550(22) 0(0) 0.725 0.275
i 78 (%9 Wanxi White 30 0.967(29) 0.033(1) 0(0) 0.983 0.017
FL RS Wulong 30 0.800(24) 0.200(6) 0(0) 0. 900 0.100
it Total 100 0.710(71) 0.290(29) 0(0) 0. 855 0. 145

R 2 514 3et3 PCR-SSCP #& il £ i £ X B 43 7 451 % 0 3 i B F 351 2
Table 2 The genotypes and alleles frequency screened by PCR-SSCP of primer 3et3

FL R RIS Z Genotypes frequency ZE FE R Alleles frequency

i A Breeds FEARS Number
GG GH HH G H
M # Yangzhou 40 0.625(25) 0.250(10) 0.125(5) 0.750 0.250
e P 1 # Wanxi White 30 0.833(25) 0.100(3) 0.067(2) 0.883 0.117
T feE % Wulong 30 0.600(18) 0.333(10) 0.067(2) 0.767 0.233
BFEA Total 100 0.680(68) 0.230(23) 0.000(9) 0.795 0. 205
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Fig. 3 Sequences of EE and EF by (primer 3etl)
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Table 3 The effects of three genotypes of primer 3et3 on slaughter characters

i H R A A% F R D g Ji L = it L 2%
Breeds Genotype Number Frequency LMW LMP
‘ GG 25 0.625 325. 40456, 24 15.84+1. 26"
EZBu k.
GH 10 0. 250 344,00+16. 92" 16.86+1.15"
Yangzhou
HH 5 0.125 275.60+19. 89" 14,4240, 45°¢
GG 25 0. 833 459, 31448. 17" 18.314+0. 76"
52 7 11 ’
GH 3 0. 100 398. 80440, 56 17.704+2. 07
Wanxi White
HH 2 0.067 389.47+65. 34" 16.804 0.11°
o GG 18 0. 600 327.13+£59. 73" 17.99+2. 26°
e Ry ,
GH 10 0.333 324.26+24, 38" 18.224+1. 31°
Wulong ) )
HH 2 0.067 306, 70£39. 17¢ 16.69+11. 36"

{8 R, 7] — 3 BAT 7 B (] 5 22 53 K . 3 (P>>0. 05)

The difference is not significant between the two which have the same letter
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