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Table 1 The results of RAPD amplification from 10 primers

L APl

g BE AR g EE

W SRl 0 W H S %
OPPO3 6 4 5 5 3 66. 67
OPPO8 11 9 8 7 7 81. 81
OPP14 11 9 6 3 5 81.81
OPPI15 13 8 10 8 9 61.54
OPPIS 13 7 19 8 53.85
0PQ02 5 8 5 4 62.5
0PQO4 9 5 6 8 7 55.56
0PQO6 10 6 6 9 6 60
oPQ12 12 6 8 8 8 50
oPQ14 12 8 9 10 10 66.67
oyt 105 67 73 72 67
L& % 63.81 69.52 68.57 63.81
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Table 2 The genetic diversity index ( Ho) of native goat breeds
Bk
prin 0 W H H pup H, Hunl Hy Gst
0PPO3 0.364 2 0 0 0.121 4 0.796 2 0.1525 0.847 5
0PPO8 0 0.424 7 0 0.141 6 0.8256 0.1715 0.828 5
0OPP14 0.478 3 0.555 7 0.2537 0.429 2 0.906 9 0.473 3 0.526 7
0PP15 0.647 1 0.533 8 0.146 9 0.442 6 0.987 6 0.448 2 0.551 8
0OPP18 0.434 6 0.477 1 0.3213 0.4110 0.898 2 0.457 6 0.542 4
0PQO2 0.234 2 0 0.187 6 0.140 6 0.773 2 0.1818 0.818 2
0PQO4 0 0.768 0 0 0.256 0 0.876 2 0.2922 0.707 8
0PQO6 0 0.396 9 0 0.1323 0.664 8 0.199 0 0.801 0
orPQ12 0.354 8 0 0.254 3 0.203 0 0.8300 0.244 6 0.755 4
0oPQ14 0.774 5 0.342 3 0.3816 0.499 5 0.941 4 0.530 6 0.479 4
T 0.328 8 0.349 9 0.1545 0.2777 0.850 0 0.3151 0.684 9
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Genetic Variation of Shanxi Native Goat Breeds by RAPD Analysis

DU Merhong', LI Bu-gao’, ZHOU Zhong-xiao’
(1. College of Biological Sciences, China A gricultural University, Beijing 100094, China;
2. College of Animal Science and Technology, Shanxi Agricultural University, Taigu 030801, China)

Abstract: Random Amplified Polymorphic DNA (RAPD) analysis was used with 10 primers to assess ge-
netic variability in Shanxi native goats ( Yangcheng White, Licheng Daqing, Lilliang Black). The results
showed as follows: 1. The DNA of 3 breeds provided a great number of molecular markers with high poly-
morphism. 2. According to their RAPD fingerprinting map, the genetic distance and average band similari-
ty among 3 breeds were calculated, 0. 182 7 between Yangcheng White Goat and Licheng Daqing Goat is
the smallest. Cluster analysis also showed that Licheng Daqing Goat and Yangcheng White Goat from alike
region had a smaller distance. 3. The genetic diversity and its partition within and betw een populations of
the 3 populations were calculated by using Shannon index. The genetic diversity index of Licheng Daqing,
Yangcheng White, Liiliang Black were 0.328 8, 0. 349 9 and 0. 154 5 respectively, Genetic differentiation
(Gst) was estimated to be about 68.49% among 3 populations. The results indicated that the genetic varr
ation was mainly among breeds; the genetic character of Lilliang Black Goat was peculiar in native breeds
indicating that protection and further selection should be strengthened.
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