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Partial Cloning and Sequence Analysis of the bck2 Gene of Goose

CHEN Xiuping"*, JIANG Xurping'” , DING Jiatong’
(1. College of Animal Science, Huazhong Agricultural University, Wuhan 430070, China;
2. Animal Science and Technology College of Yangzhou University, Yangzhou 225009, China)

Abstract: In order to amplify the partial belF2 gene of goose, we designed a pair of primers according to the
reported chicken bel2 gene sequence in the GenBank, and obtained the gene by reverse transeript-polymer-
ase chain reaction (RT-PCR). Then the gene was cloned into pMD-18T vector and identified by PCR. The
nucleotide and amino acid sequences of goose partial bek2 gene were compared with the counterpart se-
quences of chicken, and the nucleotide homology was 92.49% . This is the first report of bel2 partial nu-
cleotide sequence of goose.
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