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Table 1 Primers sequences, length of amplified fragments and their locations in PCR- RFLP analysis

514 PR N bp
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LA

Length of amplified fragment Location of fragment
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Fig. 1 Agarose gel electrophoresis of Hinf |
digested PCR1 product of H FABP gene
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Fig.2 Agarose gel electrophoresis of Hae |1l digested PCR1
product of H- FABP gene
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Fig.3 Agarose gel electrophoresis of Hinf 1 * digested
PCR1 product of H FABP gene
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Table 3 Distribution of different PCR- RFLP genotype
frequencies and allele frequencies of Hr FABP gene among

Zhongxu Black Line I experiment population
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Table 4 Statistical analysis on production performances of different PCR- RFLP genotypes of Hr FABP gene
in Zhongxu Black Line I experiment population
JER R 30 H ST/ ke 70 HEARES kg 170 H A ES ke 170 H &5 L mm
Genotype  Weaning weight at 30 d age Body weight at 70 d age Body weight at 170 d age Back fat thick at 170 d age
HH 7.63 £1.56"(n= 54) 19. 00 £6. 02°( n= 55) 71.91 £15. 11" ( n= 46) 16. 84 5. 44°(n= 46)
Hh 7.88 £0. 73" (n= 10) 20.73 £2.23(n= 10) 81.61 £12.88"(n=9) 19. 09 £4. 19" (n= 8)
hh 7.77%£1.42%(n=9) 19.86 £2.51"(n=9) 86.34 19, 75"(n= 8) 17. 24 £4. 88" (n= 9)
BB 7.26 £1.62"(n= 18) 17. 85 *4.16°(n= 19) 72.14£19.53"(n= 15) 16.14 £6.01"(n= 15)
Bb 7.59 =1, 12°(n= 18) 18. 54 £3, 26" (n= 20) 74.12£15.82%(n= 19) 16.75 £5.53"(n= 19)
bb 7.94 £1.47"(n= 37) 20. 60 £6. 54" (n= 35) 74.34 £11.95"(n= 29) 18. 00 £4. 57" (n= 29)
DD 7.64 £1.27*(n= 16) 20. 68 £2.91°(n= 16) 81.45%17.43"(n= 12) 15.34 4. 02*(n= 12)
Dd 7.87£1.41"(n= 28) 18. 53 £3.30"(n= 30) 74.37 £16. 02" (n= 29) 16. 64 £5.43"(n= 29)
dd 7.52%£1.59(n= 29) 19. 44 £7. 67" (n= 28) 72.69 £11.91%(n= 22) 18.91£5.18"(n= 22)

HF) AT LAy AR A 7 B e 7 5 1 ( P< 0..05)
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Influence of PCR-RFLP Genotypes of Porcine HF FABP Gene on Production
Performances in Zhongxu Black Line I Population
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Abstract: In this study, the genetic variation of porcine heart fatty acid-binding protein( H-FABP) gene
was detected by PCR-RFLP with Hinf I and Hae lllin 77 pigs of Zhongxu Black Line I. Meanwhile,
effects of different PCR-RFLP genotypes of H-FABP gene on main growth traits were analyzed in order to
investigate whether they have unfavorable effects on growth traits or not during making meat qualities as-
sistant selection by H-FABP gene. The results showed three variant restriction sites of porcine H-FABP
gene including H inf 1 -RFLP in 5-upstream, H ae IFRFLP and Hinf 1 -RFLP in intron 2, were con
formed by PCR-RFLP method. Statistic significant difference( P< 0.05) of product performance (weight
of 170 days) was found among animals grouped by different genotype at the Hinf [-RFLP site, while
groups divided by any other genotypes had no significant differences among all product performance. Con-
clusion made in this paper will contribute to molecular assistant selection of economic traits including meat
quality and production performance in pig breeding.
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