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Cloning IL8 Gene of Carp and Squence Analysis
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Abstract: In order to study immune related genes in carp ( Cyprinus carpio L. ) leucocytes, cDNAs
(termed I1.8) were cloned from the ¢cDNA library of mitogen stimulated carp leucocytes by a probe got-
ten from the DD — RTPCR. . IL8 -1, IL8 -2 and IL8 —3 ¢DNA respectively were 729bp, 753bp and
730bp in full length with an ORF of 294bp encoding 118 gene. Those genes all encoded 98 amino
acids with molecular weight of 10848. 9Da and isoeletric point of 8. 68. Blast searching revealed that
there were significant homologues with interleukin-8 gene in carp leucocytes in Netherlands (reported
in Dev Comp Immunol. ) amount to 84% .
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Fig. 3 The putative structural domin of the positive clone

MHCKIFLVSVIVFLGFLTTGEGMSLRGLGVDPRCRCIETESRRIGKHIES VELFPPSSHC 60
MHCKIFLVSVIVFLGFLTTGEGMSLRGLGVDPRCRCIETESRRIGKHIES VELFPPSSHC 60
MHCKIFLVSVIVFLGFLTTGEGMSLRGLGVDPRCRCIETESRRIGKHIESVELFPPSSHC 60
MHFKIF--SVIVFLGFLTIGEGMSLRGLG VDPRCRCIETESQRIGKLIESVELFPPSPHC 58
ek kR seloololsololoil ook iolkiok ook ool ool olioliob ook ok

KDTEHNATLKISGKEICLDPTAPW VKK VIEKITANKAP-- 98
KDTEHATLKISGKEICLDPTAPW VKK VIEKITANKAP-- 98
KDTEHNATLKISGKEICLDPTAPW VKK VIEKITANKAP-- 98

KDTEIIATLKVSRKEICLDPTAPW VKK VIEKITANKTPAA 98
stk ikl sl ikl doloR okl skl

E 4 ILSRYSE EBL 75 A9EIR M ik

Fig. 4 Amino acid sequence homogeneity of IL-8

2.5 ZfEE AR ELERE | S R A5 T
Ao Hr

IR AR B 98 AN IEIR R LA AN,
HAXF o> F B B HE AN 10 848.9 Da, Z5HLAT
h8.68, fHLM SR IA 11 4, IEHAYE
FLRFEFEA 14 /1>, Motifscan F1 InterProscan 4347 it
N, R g E IPRO002473 SRR IEIRIFES 1
~95 v 2 Jh & R R o 18 £ 4438, (PRO0436) ,

SeqA Name Len (aa) SeqB Name Len (aa)Score R g b A
China 118-3 98  China I8-1 98 100 LIRS ) TPROO1089 SR AERR T A1) 26 ~ 93
China 118-3 98  Netherlands I8 98 84 £ F e 2 1R 5% 2 & Chemokine-CXC 4% 1) ik
China 118-3 98  China I18-2 98 100 (PROO437) , %3P 4 h 9 TPROOISI 5 e B iR
giina 18 -1 98 lzitherlands L8 98 84 FEF 1 26 ~93 {7 2B B E 5% 34 Chemokine . SCY

ma I8 -1 98 ina IL8 -2 98 100

7k — 9 &k N

Netherlands IL8 98  China IL8-2 98 84 Zikig (PS50295, PFO0048.9) . —ZR&ANTINZR

W, ZFER SRR TPRO01089 K ER IR T H o



1

2RV, 4. WRAn IL8 Y TE [ MR bt 71

— WERE K 30.61% , ELEEMA 22.45%, LGS
39.8% ; ZFEHGASY IPRO0IS1T FK AL F 5
Heoo - B2 5 38. 78% , ELBEN 18.37% , JCHLE:
17 42. 86% ; ZFEH it Y TPRO002473 FR i ) 2 Jik
TR HH o - B2 5 9. 18% , B4 5 39.8% , JCHL
il b7 51.02% .,

3 g

1986 4= KOWNAZKI B 55 UE 5 50 4% 40 Jifd nf 7=
A —Fh b kLA LR - 1987 4F- 1 YASHIM-
MA DMEZHE (LPS) . A¥%E4ER (PHA) MK
NN, B 19 4 a4k uk S ok 41 g
BRAKERS WG, 2R E kR HA R
FETEPER AR R 7, FEAR I X SE R F A AN R A= )
Wk, GUAERIa A, WH R A0 i s 2 A
R BN £ 31 R A SN (O RE ey v 1 Fof R S S S R
SRR A A v PR A R B PR A i 9 T
R bR At B A A i b M e B A R - 1
YRR R A AN =2 ) A% 33 e i 49 15 8 1 A
Yo+, BREFE IR R, BRI — 2R
HF, IL8 M40l i £ 2 i an e, 4 E
WEAf, PHA %522 47 280506 10 T 4 et nf = 4
118, AZEZH i an o 25 vl 7=k 1180, Hop
R . BRRANME . . B S % 7E 1L
— 1 B INF —a il 0N & U 43006 T8, 1988 4F:
MATSUSHIMO 14 % 3545 118 <DNA) 5afe, 78
PN AR e R ES R R N U= vy e B [ K B
LINDEY 75 sy b A K T 08 N 3RS 118 /™= 41,
SCERIL8 SENE A, e RN . B PR A
M, TR, AR A 18 2,

HUSING MO Z:4E Dev Comp Immunol 2B
BT —ASHntea 108, 1L8 Fik & fiv i 41 412
SRPEA L BRI, A, MATIAH PMA
W 4h)E, HEESTREEEAMM 18 1x
ik, i LPS FIECR B AR, AT A IL8 4 7
T fa S 8 vh M 20 R 1Y) ik, R fE Y LS A
FLah ) TL8 it Wik o 1k 40 i A AR ) 4 a1k AR
S wWEL s 18 KK A RA LR,
PRV il 2 E SN PR, A AT T s 2 e . [1]
MR, AFZ AL R, B T ARAE R,
TR 5T ML A B b b A R SR A R RE 4
FLfy 2 T, R AL A Y — b B AR 05 AR G )
|53 AR

ZE# ML DD-RTPCR A% 343 118 K [H (1Y
DIG #RAEFTiiE A 22 53 54 I fil] Jk i €6 A1 J8) It 11 240 g
f) cDNA SCEEMY AR A5 19 BH 1 7 B 28 ExPASY
tools FHAHT, Z AL ORF ZAid A4 4 A i i 98 4
RIEFRIRIEALAG, S 2 e [FE ML 84% , P
GIAHTIESE, 2EH M5 T 18 &K ¢DNA, i
118 L&A 22 43 24 )5 PHA F1 LPS Bl 5, RETE
fiR el AR SRk, 2B AR E N T RS T A
L8 L 4K cDNA s, A e B 118 7 i
PERGAE 1T B (PR T VE R, — 25 wiF 53 i 118
XFHUIE AR5 28 45 LA B JHOXT v P 200 it 1) 4 £k
FAESRORAE AT, LARCA IS 60 118 1 i Fl
YERE J N 1 R v T RS 1 R T A FH B A

[ &% k]

[1] STRIETER RM, CHENSUE SW, BASHA MA, et al..
Human Alveolar Macrophage Gene Expression of Interleu-
kin8 By Tumor Necrosis Factor Alpha, Lipopolysaccha-
ride, and Interleukinl Beta [J]. Cell Mol Biol, 1990,
(2): 321 -326.

[2] MIELKE V, BAUMAN JGJ, STICHERLING M, et
al. . Detection of Neutrophil-Activating Peptide NAP/IL8
and NAP/IL8 Mrna in Human Recombinant IL8 Alpha
and Human Recombinant Tumor Necrosis Factor-Alpha-
Stimulated Human Dermal Fibroblasts [J]. J Immunol,
1990, 144. 153 -161.

[3] HEBERT CA, LUSCINSKAS FW, KIELY JM, et al..
Endothelial and Leukocyte Forms of IL8: Conversion by
Thrombin and Interactions with Neuplastic and Interac-
tions with Neutrophils [ J]. J Immunol, 1990, 145.
3033 -3040.

(4] pingk, FEE, F8m, 5. A 20 200 b
AN I A4 cDNA SCRER M (1], PR EE
2#4%, 2004, 24 (6): 568 —570.

(5] o, 4G4, 20T, . IR SN I A 20 i
cDNA SCPERIR A [J]. W EKR 2442, 2004, 28
(5): 585 -588.

[6] YOSHIMURA T, MATSUSHIMA K, OPPENHEIM JJ,
et al.. Neutrophil Chemotactic Factor Produced by Li-
popolysaccharide ( LPS ) -Stimulated Human Blood
Mononuclera Leukocytes: Partial Characterization and
Separation from Interleukin-1 (IL-1) [J]. J Immu-
nol, 1987, 139. 788.

[7] VAN MEIR E, CESKA M, EFFENBERGER F, et al..
Interleukin8 is Produced in Neuplactic and Infectious Dis-

eases of the Human Central Nervous System [J]. Canc-



72

P N

23 %

er Res, 1992, 52. 4297 -4305.

HUISING MO, STOLTE E, FLIK G, SAVELKOUL
HF, et al.. Cxcchemokines and Leukocyte Chemotaxis
in Common Carp ( Cyprinus carpio L. ) [J]. Dev Comp
Immunol, 2003, 27 (10). 875 —888.

OPPENHEIM J J, ZACHARIAE C O C, MUKAIDA N,

et al. . Properties of the Novel Proinflammatory Supergene

[10]

‘Intercrine’ Cytokine Family [J]. Annu. Rev Immu-
nol, 1991, 9. 617 —668.

DAMME J, VAN BEEUMEN J, CONINGS R, et al..
Purification of Granulocyte Chemotactic Peptide/Interleu-
kin — 8 Reveals N — Terminal Sequence Heterogeneity
Similar to that of Beta-Thromboglobulin [J]. Eur J Bio-

chem, 1989, 181 337 —344.

AAAAAQAAAQAAAAQAAAAAAARAAAAQAAAQAAQAAAQAAAAQAAAAQAARAAAA

(E#EFE 46 M)

[14] PETER WEYWERSTATHL, HELGA MARSCHALL.

[15]

[16]

[17]

[18]

[21]

Constituent of the Flower Essential Oil of Agertina Ade-
nophora (Spren. ) form India [J]. Flavour and Fra-
grance Journal, 1997, 12 (6), 387 —396.

TR, R, XIS, X582 22 v K W T
YIBRIALRESE [J]. IR (B2
i), 2000, 37 (3): 481 —484.

R TF, ARARTE ) TEAREE. SRR 22 4R BT Y A
MR FE B R g (1], B HRAE, 2001, 38

(3): 214 -216.

T—T, @, XU 5250 22 R WU XA 9 /Y 25
JIRICK NS [J]. AR, 2002,
29 (4). 337 -340.

Thg sy, W], BB SRR R R A RS
58 [J]. R K FEH, 2003, 24 (1) 38
-41.

XN, XIHE Bt 58 259 22 A8 W6 1% 1 ) 5T 1) A Y
[D]. PUJIIREEA L2085, 2004,

DEY S, SINKA B, KALITA J. Effect of Eupatorium
adenophorum Spreng Leafl Extracts on the Mustard A-
phid, Lipaphis Erysimi Kalt [ J].
search and Technique, 2005, 66 (1). 31 -37.
i, RO, BIC JLR TR RN A L 4y
Mrlet LB A AESE [J]. Mol BHE, 1998, 23
(6): 27 -29.

Microscopy Re-

[22]

[23]

[24]

[25]

[26]

[27]

[28]

[29]

[30]

WATHE. AR AE (M. dbat: Bl R
A, 2003.

SRS, g, WM. R AR L A2
WAEFIPLEIWETE ()], TLPG 2= B4, 2003, 43
(6): 10-13.

SKRERAE, BOCE, Wi, S8R 2 TR R A
Poxs SHES W B R AR AT (0], PR
#iz, 2006, 19 (2): 246 -250.

RV, BRYE, XIBEM. NG 2 25 R E G
PERC 2 AT SE (D], PEAC AW 2% 4k, 2006, 26
(5): 1001 -1006.

NARAYAN C B, JADAB C S. Seed Germination and
Growth Inhibitory Cadinenes from Eupatorium adenopho-
rum Spreng [J]. Journal of Chemical Ecology, 1994,
20 (8) . 1885.

KIFR, A0, B SEFE N EIRE )
(1], AP, 2000, 24 (3): 362 -365.
w1 E e FEZREE L AR X 10 Fh A
FE R W AR AR AR ()], W AR
iz, 2005, 25 (10): 2872 -2876.

T, XUGHENE, XUHE ST, SRR R Y i wE A

BT [1]. Wishd, 2005, 24 (1) . 87 -89.
OELRICHS P B, CALANASAN C A. Isolation of a

Compound from FEupatorium adenophorum ( Spreng. )

[J]. Natural Toxins, 1995, 3 (5): 350 -354.



