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Study on Extraction and Separation of
DNAs of Yunnan Pu-erh Tea in Different Years
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Abstract; Total DNA from Yunnan pu-erh tea in different years is extracted and separated through im-
proved CTAB method. Results indicate that the high quality DNA from Yunnan pu-erh tea can be ob-

tained with the new method and this builds a foundation of further research of genetic map about Yun-

nan pu-erh tea years.
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Fig. 1 Agarose gel electrophoresis analysis of
pu-erh tea DNAs extracted by CTAB method
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Fig. 2 Agarose gel electrophoresis analysis of pu-erh tea
DNAs extracted by improved CTAB method
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