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Study on Randomly Amplified Polymorphic Genome
DNA of Diploid and Tetraploid Antirrihinum majus
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Abstract; With 25 10-basic primers, the genomes DNA of three groupes of diploid and tetraploid An-
tirrhinum majus were randomly amplified. The results showed the fingerprinting of diploid Antirrhinum
majus and that of its autotatraploid were different with cultivars and primers; The DNA sequences were
changed besides polyploided during polyploided inducement on Antirrhinum majus. So the abundant
germresource was offered for breeding new cultivars. The fingerprinting can offer molecular evidence for
identifying new cultivars of Antirrhinum majus and establish the basis for protecting new cultivars.
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Fig. 1 The fingerprinting of 722 from different primers

2.2 A[EAL R4 SR 25 57

ANTR] il 2% 18] 465 SRS B 26 50 R AR i R B9
Sl b IR A 19 DNA P9I AT B 5 A AL 6
JEPURA O, A Rk — 2B A Fe, He B, Bl an 514

S10 AEY 1Y Y B (4L i R A HE Sl (K 2), 519
S12 ey 3 H AL CAE R AR (181 3) , 514 T3
REY 44 Hh BT (AL Rl (I 4) ik s
Rt o B AT [Al— i RO S 7R AR



484 Py ap |y N 22

5520 &

fiEfR 2 RIJE2E 5, T o] AR B G 2o —
G R S A o L A S
2.3 AREMEHEZIEE) DNA F580RE i

ARG Y RES 1S A% = (B AR [A] Y 22 5%, T3
REY 3 X 3 AN Rl R A% =z TRl i 25 5% (L]
4),B4 H B2 Bl —F%kaly, 74 L 72 3 —Z&A47 i
H4 5 H2 Z A 022 5,810 HAEY 1 B2 5 B4
Z IR 25 B4t B2 /b — 40 (B 2) , BB 3
B4 5 B2 ZEIM 2SR5k S10, 820, T3,

S15,S16,S14 , ¥ 0] B4 kb B2 (%I 1 87 2
. MGT H2 Al H4 K 72 T 74, R[E 5199 1
HE AN R ) 2 S 2 B PR A 3 2 it o I,
G 0 R T AG AR S B OK AN 2R 5 S B IR O A A ik
T ATRES [ 3 N 4] DNA AR T 9 B 5L 15 971 110
O ol ) YR DU AR A B A R R AR TR RS TR 5

AT AT A BB, 1T B 2 AR e Rk i kAL
& DNA [y 251k,

&1 &BERAPD Z5MSIMEEFT]

Tab.1 The RAPD polymorphic primers of Antirrhinum majus and their sequences
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Fig. 2 The fingerpnnting from primer S10  Fig. 3 The fingerprinting from primer S12
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Fig. 4 The fingerprinting from primer T3
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