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Detection of Honeybee Diseases by PCR Assays

CAOQO Lian-fei, LI Ya-hui, TAN Ken, HE Shao-yu
(Animal Scientific and Technological Institute, Y A U, Kunming 650201, China)

Abstract: Since the traditional detections of honeybee disease are laborious and time-consuming, it is
very important to develop a rapid method for detecting bee’s diseases. And this goal can be achieved
with the aid of molecular biological techniques. The current state of PCR assays in honeybee disease

has been reviewed in this article. Problems and prospects of the assays have also been discussed.
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