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Fig.1 2D-gel protein patterns of Zhu-1S(A) and SV14 stem(B)
Table 1 Functional classification of the identified Zhu-1S and SV14 stem proteins
Spot No. Protein description Accession No. M, p/ Sequ:;l;e( ;)ox)ferage i(;[;(t:l}(llee(; altl:(;:z «
Photosynthesis
40 Probable photosystem I oxygen-evolving NP_911136 27094 8. 66 42 9 i
complex protein 2 precursor
Regulatory proteins
15 Ulpl protease-like protein BAD36141 9246 4. 93 65 4 !
33 osr40cl protein CAA64683 39254 6.3 40 8 !
Energy metabolism
44 Putative glyceraldehydes 3-phosphate de- XP_472949 36921 6. 34 21 5 !
hydrogenase
42 Putative fructose-bisphosphate aldolase AAT85154 39238 6. 96 36 !
20 Cytoplasmic malate dehydrogenase AAP54283 35888 5.75 34 5 i)
30 Probable proteasome endopeptidase com-
T03925 29897 5. 37 18 5 i)
plex
4 Aminotransferase-like BAD33900 20023 4. 95 36 3 i)
Secondary metabolism
12 Putative caffeoyl-coA O-methyltransferase XP_483167 27925 5. 11 36 6 !
43 UDP-glucuronic acid decarboxylase BAB84334 39455 7. 16 39 8 !
23 putative isoflavone reductase NP_908373 34398 6. 26 27 7 !
Others
6 OSJNBa0039C07. 13 protein XP_472344 47844 6. 32 19 4 1
* 1. Upregulated in SV14; 1. downregulated in SV14.
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Fig.2 Close-up views of the identified

protein spots
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Proteomics Comparative Analysis of Thermo-sensitive Genic Male-sterile
Rice Zhu-1S and Its Dwarfing Variant SV14 Stem

XIAO Xiao-Juan', YANG Yuan-Zhu®, LIN Jian-Zhong', TONG Chun-Yi',
YANG Yue-Jun', HUANG Lii-Hong', LI Yan', LIU Xuan-Ming'*
(1. College of Life Science and Biotechnology, State Key Laboratory of Chemo-Biosensing and Chemomeirics ,
Hunan University, Changsha 410082, China;
2. Academy of Seed Industry of Hunan Yahua, Changsha 410001, China )

Abstract The stem of thermo-sensitive genic male-sterile rice Zhu-1S and its dwarfing variant SV14 were
separated by 2-DE. Twelve differential spots were identified by MALDI-TOF-MS. In the 2-DE protein patterns
of SV14, one up-regulated proteins and eleven down-regulated proteins were identified. According to the func-
tional classification of identified proteins, they were divided into the following categories: (1) energy metabo-
lism; (2) secondary metabolism; (3) regulatory proteins; (4) proteins with unknown function. Further-
more, semi-quantitative RT-PCR was carried out to verify the different expressions. These results shows con-
verse changes in expression at both the RNA and protein levels. The converse changes suggest that during the
process of stem development some kind of post-transcriptional modification of these genes occurred. The results
show that these proteins may be related to dwarfing rice stem and provide another pathway for finding the dwar-
fing gene.

Keywords Rice; Dwarfing variant; Proteomics; Semi-quantitative RT-PCR (Ed.:J, H, Z)



