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Abstract By using restriction mapping technique, we here studied intragenic
restriction fragment length polymorphism of factor VIII gene, The result showed
that p114.12 probe which included exon 17 and 18 gave polymorphic Hind III site

in intron 19 in Chinese population The allele fragments were

2 6kb and 2,7 kb,

with frequencies 319 and 699 respectively,
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