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Abstract :The 16s ribosomal RNA gene of suis eperythrozoon was amplified using gene specific primers from DNA that

had been extracted from the blood of infected pig. The 936bp positive product was obtained by PCR and was cloned into the

pMD18-T sector. The fragment was sequenced after restriction enzyme analysis and further defined with PCR. The sequence

data demonstrated that the complete sequence was similar with the published. PCR assay for identification of

eperythrozoonosis was developed. Results show that PCR assay has specificity.
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