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Abstract: Complementary DNAs (cDNAs) of 45W gene family were amplified from total RNA of hatched and activated
Taenia solium oncosphere using reverse transcription polymerase chain reaction (RT-PCR). The agarose gel electrophoresis
of the PCR products showed that the target DNA fragments were specifically amplified. The fragments (492 bp) were
purified using DNA purification kit, inserted into pGEM-T Easy Vector, and transformed into JM 109 and then sequenced.
The relative sequences were retrieved from GenBank and aligned with our data by DNAstar software. The results showed
that the cDNAs of 9 B-type transcripts of 7. solium have been obtained with a 459 bp open reading frame. These transcripts
belonged to the T. solium 45W gene family with 1.5%- 19.8% nucleotide divergence and 2.5%- 29.7% amino acid residue
divergence. 7 of 9 transcripts were the new members reported at the first time, while the others almost had the same
sequences as TSO45W-4B reported in GenBank.
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Fig.1 Agarose gel electrophoresis of 45W cDNAs from
T. solium oncosphere
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Fig.2 Electrophoresis of PCR products of recombinant
plasmids

2.3 PRMRIERIZEERFIINE

S RESEST, KRB IANENEERE,
43 By 4 4 TS045W-B1. TS045W-B2. TS045W-B3.
TS045W-B8. TS045W-B9. TS045%-B10. TS045-B11.
TS045W-4B-1 F1 TS045W-4B-2, L ORF E B4
R 3, 7F GenBank f1% RS54 %% AF523829.
AF523868. AF523830. AF523869. AF523870,
AF523871. AF523831. AY379478 H1AY379479,
TS045W-4B-1 F TS045W-4B-2 fFF51) i) ORF th 4% 148
A2 535 A AFIG, 430467394 C; 15 ¥ 51 TS045W-
4B (AF267119 1 AF762124) [¥] ORF & 148 7l
430 ALk G FIT, HAME EMBEMAF.
2.4 BRRREMIEERNNSEEFT]

H ) 50 B FF 78O 9 BEAE (ORF) K24 459 bp,
G 152 MR R AR Z K. B B K5 ORF
BN EER TS ALE 4.
2.5 FIHMELIRES TS R

B A cDNA FI BB E BB 5 B B E i
FRIEBREFEFHDNAstar M sequence
distance ®7/n (F 1),
2.6 SMRFIFEMFFIEIFEMELE

TS045%-B2 5 B8, Bl 5 B3 M4BT 3 ZHE
ERMFHRREER, 45 95%(93/98) . B8 5 4B~
1 M4B-25r B F 3 EERZMERKEKR, 4K

33.7% (33/98). B 4B-1F14B-2 4}, HEB®
HRAPBL.B2AETIZ AEERFFEREB K,
214 17. 3%(17/98) ,

3 itig

31 ETd AWERAR—NEEFEY, Charles
ORI R G RRY, S R 4SWE R B R
Kk, B—ERBANMIETFRSARE THR, &
BRI (8 = 7E 6 A% mRNA B SRR 898, Hi%3
MR BATER, A3 MK DMARNERA. Bl
MERSHARN, HYBRERAHDMIETFI. O
MIVAR. 4E2FI1KAH70 bp, SEFIKN
291 bp, 4B FIVK R 98 bp, TEHEH) T FIEHE

KK 459 bp, TG 152 NMEERARKN B, 4
B248 16 kD. AFHIRFE LR, B 4B-1H0

8! 60)
—-$tBF1 (exonl) ---

TSO450-B1 ATGGCGTCTCAGTTCCACTTGATTCTATTGCTGACTTCAATTTTGGCTGGAAACCACAAG
TSO450-B2
TSO45%-B3
TS0450-B8
TSO45W-B9
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Positions of nucleotide acid identity with TS045¥-Bl

shown as “-”"; exon 3 indicated by italic letters
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Fig.3 Nucleotide sequences for ORF of positive
target colonies from B-type transcripts
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TSO45W-BY v o
TSO450-B bk LK
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TSU454-B1 GH(KyV’lVV |1\$GS(JIAS‘ML(‘.LL}‘TLTVLVLA
TSO45%-B2
FSO45W-R3
TSO45W-BE
TSO43W-BY
ISO45W-K10
TSO45W-B11

TSO45W-4R-1

TSIMEN-4H-2
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“-” RN5 TS045¥W-B1 FFAMARMEERBRE, TR
R BF 3 R EERX R
Positions of amino acid identity with TS045W-B1

shown as “-”; exon 3 indicated by italic letters

E4 BREREFRIERIEERT N NERFT
Fig.4 Deduced amino acid sequence of ORF of target
colonies

R BRIFEFA DNA Z A HBE RSB BB FTI L AR
Table PAM250 residue weight table of sequence distances of TS045W cDNA using clustal method

HEMERH () Divergence in amino acid cDNATE & 42 FR
1 2 3 4 5 6 7 8 Name of cDNA clone
BHERERE %) 1 - 1.2 3.3 7.9 86 8.6 3.9 27.6 TS045%-B1
Nucleotide divergence 2 6.1 - 7.9 3.3 2.6 3.3 7.2 28.3 TS045W-B2
3 1.5 4.5 - 11.2 5.3 5.3 7.2 28.3 TS045W-B3
4 4.5 1.5 6.1 - 5.9 7.2 3.9 28.9 TS045%-B8
5 4.5 1.5 2.9 3.1 - 3.9 4.6 17.6 TS045%-B9
6 4.3 1.8 2.7 3.3 2.0 - 8.6 29.7 TS045%-B10
7 2.4 4.0 4.0 2.4 2.4 4.5 - 26.3 TS045%-B11
8 18.9 19.5 18.9 19.5 18. 4 19.8 18.1 - TS045W-4B-1 or 2

4B-2 5O#UEM 4B FIRSN, HAEIANBER
Fr3 5 ER R 1B 5B F 51 LK i 2A 71 3A HER £
2B 1 3B R HIAE (BB AR R KT, H
PRI 45W EEFKKEH R, BEASE KIRE.
3.2 MNEHBRFF (E 3 MRFR)F, TS045W-
4B-1 F1 TS045W-4B-2 5 K& 45W B H P £ BB A
(18.1%~19. 8%), RARFE. Bk 45W-4B-1F145W-
AB-2 5h, HEIFFIRIERN 1. 5%~6. 1%, 4B
4b, BRIEERA cDNAFRFISLEF [ S EFIVEE

BFFFURIR T, BIL BT MR EIBEE ERI L .
T4 FIMER91~144.171~196.205~23 11241~
293 Z R M EF M A R T 4h, HEMABRBAL,
FEHE R H 72~90. 145~170. 197~204 §1294~307
P EBAR K, X 45WEF KR . TS045W-4B-
1H1TS045W-4B-2 14+ B FIT S5 H ' 45WE R 4 B F
MZHERZEZERR 19, 2%~21. 9%, H T 450 &
R4 B FULZ M E R E RN 2. 5%~10%.

3.3 Charles FUHAN, SMEF I IV 45V
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FURKIB AKX, HERFIILERT. MHIET
MgRAEIIAILT55E 8 8 (fibronectin type 1) , &
EBIFIIERRK. BARIRYFY, BRI F A CDNA
FEEBERM 2. 6%~29. 7%, Hohsh 8 FII12
HEBERM R 5%~33. 7% (WMER2.5F7), &
EEFIINERER BB R, i RS ERAKF L
WEREEHER THERKT LNER, X
SEHREFE P LD W,

3.4 Plancarte AZ@H 7 ovis 45W. 16 f118 kD
A PUR RS R R o] 5 R BE IR X
G RPER . B SR ASWINA EA L R VIVVITS
FEREPHREREE (B, XMW T XX REM
S FEMEY. Rothel FU20Hg 45W HH 435 e e 2
B R 0K 8 AR pe DNASHI £ B3 35 34 (DNA200)
Fa Ak pcDNA3 A% BR % 1 A1 DNA200 EA SR R 1
BB G R B I M I B T BRI . X
T, HEENGY SV RERE-FEENRHS
iR, FAERERREALSS, AR B,
RERE & R4VEA TR A TRER RS,
MRKE N, Fl, EEOHARREANSE
TFR R4 A5W 2R TEEHA PR R %
EH T T REFHIERL.

3.5 gk 45W BE MY AEEYHE
BE, STEYZRESTRD. BERNEERA
BHH S EFEER (B3CRE), HR45VE
FRIFE TR RIR K. SBSCHRIRIE, 45S 5 45W
ZRRFINEERNER, ERZREHHER
Ko Beoh, A5WHLR £ BAE /SR AN R FBY
B3Rk, ROMEAABIENRERMM, XfkE
FNEINIRNTE E R RE R REARDC 00, B, 45W
DRGSR T HMH A A L EFEREEN
JR SR At — LR AL

il AR T RABIRRARHEE., 20
k. ABFFEREHRAXFHFH, ERATFRESHAH,
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