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A Preliminary Analysis of Genetic Relationships for
Prunus mume Sieb. et Zucc. by AFLP
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Abstract: The genetic relationships among a variety, a hybrid and 18 Mei flower cultivars were preliminarily investigated using
AFLP. Nineteen selected primer combinations revealed 918 legible loci, 324 of which were polymorphic ones that accounting for
35.29% of the total. Based on the SAS average similarity cluster analysis, 20 Mei samples were classified into four groups as
=0.9759. P. mume var. cernua showed the highest polymorphism among these samples. ‘Duoezhusha’ and ‘Fubanxiaogongfen’
showed less polymorphism than P. mume var. cernua. In the group IV, AFLP and cluster analysis results were as follows: Parentages
of some Mei flower cultivars were successfully identified. The results showed differences between ‘Xiaogongfen’, ‘Jiangnanzhusha’
and their hybrids which would be useful to clear the confusions of homonyms and synonyms. There were close genetic relationships
among cultivars of pendulous group, which supported traditionally classified system using branch gesture as the important
morphological character in Mei flowers. The pendulous cultivars were more evolutionary than others, which is in conform with their
cultivated history. These results demonstrate that AFLP technique is an efficient method for evaluating the genetic relationships and
diversity of Mei flower.
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Table 1 Experiment materials
W5 KR SRA %' A SRA
No. Line Parents No. Line Parents
1 HL4T A Danhongchuizhi 11 KH  Dayu
2 J#1114EF; Moshanchuizhi 12 ¥ B2 Bk Fenpigongfen
3 HFEHS  Qugengmei 13 g Qx BB EK Xuemei QxFenpigongfen
4 M Xuemei - 14 2 KH> Duoezhusha
5 NI Xiaohongchangxu — /NEUHY QxVL g ATD 15 SN ERy
Xiaogongfen? xJiangnanzhusha Fubanxiaogongfen
6 AR Danlunzhusha INEH QxIT R RN 16 b AL
Xiaogongfen{ xJiangnanzhusha Tiaoxuechuizhi
7 /NEK;  Xiaogongfen 17 5%%  Canxue
8 VLEIAAS Jiangnanzhusha - 18 ¥ B¢ M Fenpichuizhi
9 VTRV E ¥y Jiangshagongfen UNCE RSN PR 19 PR3
Xiaogongfen ¢ xJiangnanzhusha Shuangbichuizhi
10 VLFI & 1% Jiangnantaige ANECRR QUL R AR 20 Hi AR A,
Xiaogongfen { xJiangnanzhusha Jingshengchuizhi
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Fig. 1 AFLP profiles of 20 Mei samples generated by the
primer combination of E-AT/P-AT
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Table 2 The amplification results of AFLP primer combinations in 20 Mei samples

511 AL R LAV RE LA R )
Primer combination No. of amplified loci No. of polymorphic loci Ratio of polymorphic loci (%)
E-AT/P-AT 37 23 62.16
E-TG/P-AG 55 20 36.36
E-TG/P-TT 44 18 40.90
E-TC/P-AA 58 27 46.55
E-TA/P-AT 39 15 38.46
E-GC/P-CT 53 18 33.96
E-AC/P-TA 75 28 37.33
E-AG/P-GC 46 18 39.13
E-GT/P-AG 53 20 37.73
E-GT/P-TA 56 27 48.21
E-GC/P-AC 57 13 22.80
E-TT6/P-AC 51 13 25.49
E-CA/P-AG 46 13 28.26
E-AC/P-AA 30 13 43.33
E-GA/P-CA 34 11 32.35
E-GC/P-TC 46 12 26.08
E-CA/P-CC 36 13 36.11
E-TG/P-AC 40 11 27.50
E-GG/P-AT 62 11 17.74
£t Total 918 324 35.29
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Fig. 2 Dendrogram of cluster analysis of 20 Mei samples based on AFLP data
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