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Abstract : Purpose and Methods : Population polymorphismsof the GSTT1 and M1 genesin the Shangha“ indi-
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gene’ group were evaluated usng the PCR procedure. Results: In this group , the frequencies of GSTTL1 null
and GSTM1 null genotype are 48.53 % and 54. 40 %, repectively. No dgnificant diff erences were detected be-
tween urban individuals (49. 32 % and 48. 86 %, regectively) and an“ indigene” group in suburb of Shanghai
for GSTT1 and GSTM1 genotypes alone, as well asfor four combined genotypesof GSTT1 and GSTM1. Con-
clusion : Between the' indigene” population in remote suburb and the urban population in downtown of Shanghai
the genetic polymorphism distribution of GSTT1 and GSTM1 genesis proved to be homogenous.
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