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EFFFRE IGF-1 #0 1GF-1 R EERIZHAEHTUHAR

NE K, FEE T, xkL Y, EFAE, M40, pAES
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FE: [BW] @t £F ICF-1fo ICF- TR AFKANLERRMUATR, HEFEKLTNERBEER
KA. [HEY ##F 2.0 300 60, 90 fn 120 B bt Mb Fr F BT ¥4 6 A (F 54 A, 120 ERAFF
Batt) WAEREEE, RBATH, FARELHEE PCR 3%, DL GAPDH 3LJ % A7, #0 IGF- 1 IGF- 1R
HEH LWL, HFHAT Rk, [£RY(1) i ICF-1 XAFN KL EHELATHRHAY, bk
MRS BE 2 AFRE IGP- 1 R M RABAN 2 B3] 60 HFFL L, 60 BEREFETH, 90 B btk & B FK
FHIZABH (P<0.05); HEMHriEamEFIrmE ICFP- 1 AFMRAEN 2 BE 90 BdFE EA, 90 BRE
BT, 120 B RK BB ZMT 60 B (P<0.05), #MrAiEwm ATl I6F- 1 RE WKL BE 2 B a5 ¥
BHEFEZRFRFE (P>0.05), E30~60 HRMEAMEEF THEBATF (P<0.05), £ 90 HREHABEE
THEEEF (P<0.01); (2) FFRE ICF- IR HE WKL EM ZIFFLE T RS, o= ¥ ICF- IR
KAE L ERNERLERS, RERMFETHE, 2 ORHNEXAESHMERNIEZREF (P<0.05); HEHTE
FHFREICP- IRZAFAELHRN AKX ERS, RAERFLE TR 28 B kk B M A w27 BE(P<0.05),
W BE S ATAE T6F- TR AR H M RAEAE 2 A0 90 BB AR B F R THEAEEF (P<0.01). [&R] RFHEA
i IGF- 1 40 ICF- IR A B KA B AWML FHEA, ICF- I R B3 F K2 KT 0% 0 ARH IGF- 1 A FH %
HKF

KBEIA: £F; AFAE; IGF-T; IGF-TR; t5CE: & PCR
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Abstract: [Objective] Through studying on the developmental patterns of IGF-I, IGF- I R gene expression in the liver tissue
of lamb, a theoretic basis of growth and development in lamb was provided. [Method] In the experiment, a real time polymerase
chain reaction (PCR) was applied to investigate the development patterns of IGF- I, IGF- I R mRNA expressions in the liver tissue
of lamb. GAPDH internal standards were used as control. 54th of XJ fine sheep and Kazakh sheep were sampled at the age of
2,30,60,90,120 days respectively (There were only six XJ fine sheep at the age of 120 days). [Result] (1) First, the expression
levels of IGF- I mRNA in liver tissue increased and declined thereafter gradually. The expression of IGF- I mRNA in Kazakh sheep
increased gradually between 2 and 60 days. It declined gradually after 60 days. The expression IGF- I mRNA in XJ fine sheep
increased gradually between 2 and 90 days, and it declined gradually after 90 days. The expression of IGF- I mRNA in Kazakh
sheep was higher than that in XJ fine sheep at 30 and 60 day (P<0.05), and at 90 days (P<0.01). (2) The expression levels of IGF-I
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mRNA in liver tissue declined gradually. The expression of IGF-I Mma in Kazakh sheep was highest at 2 days and declined
gradually thereafter. The expression of IGF-IR mRNA in Kazakh sheep at 2 days was higher than that at the other days of age
(P<0.05). The expression of IGF-I mRNA in X]J fine sheep was highest at 2 days and declined gradually thereafter. The expression of
IGF-I R mRNA in XJ fine sheep at 2 days was higher than that at the other days (P<0.05). The expression of IGF-I R mRNA in
Kazakh sheep was lower than that in XJ fine sheep at 2 and 90 days of age (P<0.01). [Conclusion] The result show that the IGF-I
and IGF-I R mRNA expression in liver tissue follow specific developmental patterns respectively. Level of IGF-IR mRNA

expression does not depend on that of IGF-I mRNA expression.
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A P RE R 2, (HESETIT ERoR IR
. %0°F IGF- 1 F1 IGF-I R JER ik R E 1A 55
EHNPIERAML, EEAEE IR R [
FER R DGR ) B g akt, ARG DUREPE G 5% 5 S RBT
SRANBE N LI, Wi TS E B PCR A
5 RS R 40 23 IGF- T A1 IGF-I R f4E R 22k,
I3 HTIRE P AR AT S L T ) (1) 22 5

1 MBS
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SCIS YR 24 30, 60, 90 A1 120 H s Hieding
B 0 SE R B AN BoE 4 6 H (120 HEd i MEdE a8
SRANEE) , —3 54 PR, AT R JESE, SRIUIE,
SR E TR A, <70 C IR AT .
1.2 FERAFIFLE

MMLV ) 126 [H Promega /A7, Taq DNA %4
M \EX Taq HS DNA R4l pMD18-T Simple Vector
4 5 KIE TaKaRa A7, Opticon %¢J65K 0 & 7 PCR
1 CEEMI2AFD .
1.3 S¥&it5&8[K

FHRFGIEIA, B 3-B IR v et 2 g ik DRI 2k 9
Fr ( glyceraldehyde-3-phosphate  dehydrogease
GAPDH). MGenBank % 4%+IGF-1, IGF-IR mRNA
JF5AGAPDH mRNA/F%1, HPrimer premier 5.0%%44:
WIsIY) (KD, i AR AR A RA R A .
1.4 RNA fREUFARE%3R

FHR SRR T -5y- 5045 RNA — D4R AR % 41 21
B RNA, RIS E B RNA IR FNalifg
(0D260/0D280=1.8~2.0) . HIFHHLT 4% & RNA
HHAT R, RINAKZR N 25 pl: 2 ug & RNA, 1 pug
BEHLGI#, 0.4 mmol-L"' dNTP, 20 U Rnasin, 200 U
MMLV #3550, 5 pl 5XRT Buffer (7 250 mmol-L™
Tris-HCI pH8.3, 50 mmol-L"' MgCl,, 250 mmol-L"
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KCl, 50 mmol-L" DTT, 2.5 mmol-L" Spermidine) .
560 RNA 8%, dNTP FIBEHLG 147, 70°CAEME 5 min
JeSERIBK BT, FEINILARIRA, RS 37°C RV
60 min, 95°CKi% 5 min. RT {17 T-20°C 5.
1.5 PCR I fz K =4 [E114

RINVARZ K10 pl: 0.5 ul RTA“4, 1U Taq DNAZE

%1 IGF-1. IGF-IR %0 GAPDH 5|45 %

4, 1 ul 10X PCR Buffer, 0.25 mmol-L" dNTP, 1.25
mmol- L' MgCl,, 0.5 pmol-L™_E3i A 514, 94°C
1A 3 min, PCRYEH, 94°C 30s, iEk30s, 72°C
30 s, —FLA0MEIR, RIS FE72°CAEMHS mine PCR
FE) 1% S5 R B e e Lk 23 8, B0 H 1 ke,
V-gene DNA #E5 [FIGR ] S alift .

Table 1 Parameters of oligo-nucleotide primer pairs for the IGF-I, IGF-IR and GAPDH

H ¥R cDNA 2% /)75 Bkl e’ TR
Target genes cDNA sequence Primer sequence Product (bp) Anneal temperature
IGF-1 GenBank M30653 F: 5'- TATTTCAACAAGCCCACG -3' 109(220-328) 56°C
R: 5'- ACATCTCCAGCCTCCTCA -3'
IGF-IR GenBank X54980 F: 5'- GCGGTTCTGTTGATAGTGG -3' 287(646-932) 56°C
R: 5'- GCCTCGTTCACCGTCTTA -3'
GAPDH GenBank AF030943 F: 5'- ACTTTGGCATCGTGGAGG -3' 379(364-742) 58°C

R: 5'- GAAGAGTGAGTGTCGCTGTTG -3'

1.6 "EMNRF

[FIIC Y DNA H B 5 pMDI18-T Simple Vector 14
R, JFEAL IM109 #fk. F V-gene Jiiki DNA $2
BUAF S HUTRL, PCR %52 )5, 1% B 0E iR ALY
ARABRAFIF
1.7 RAXFEE PCR

FEANFE AN, K Se AT B ) Wi SOk
FhEERRE G AE sttt IVEARUEINZ: . VAR RN
20 pl: 1 pl RT 774, 1U EX Taq HS DNA %41, 4 ul
5XPCR Buffer, 0.3 mmol-L"" dNTP, 3.75 mmol-L"
MgCly, 0.5 pmol- L™ HMFEH L FI R 514, 1ul
20X SYBR green I « RMVFEFH: 95 CHIARME: 1 min;
PCR 3, 95°C 10s, iEK 10s, 72°C 155, B4R,
— L 45 MR MEIR G 72°C ZE1H Smin;  FlifE 2k
I3HT: 65°C~94°C, FEBE 0.2°Cith—ik, M EE 1
s JaA B AR5 72 CHEfH Smin.
1.8 HIEHH

S 45 B SPSS11.5 For Windows #4433E474)
Mo

2 HRESH

2.1 BEMBRNEKML

A BAVEKRGLINE 1 Fs, HEHREE e
MBS B E R EAE 2 HId LR EZESR (P>
0.05) , {HM 30 H#F] 90 H#k, HEMEMTE w2 fik
FHO 2 = TR RAT B (P<0.01) o SRR
KW AR A 2 7 W2 (P<0.05)
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st
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s R, AN H I 22 P RO OREE e KSR il
B NETED, ARATFEHOR R ZS EFHP<0.05); *FonHHE
PR ) 2257 55 3 (P <<0.05),  **3R7 [7) i 1 i B 1) 22 5 A (2 3 (P <
0.01); HSK: MAE¥5E, XIXM: FrEsaiE¥. N

Mean without a common superscript (capital letters for XJ fine Lambs and
small letters for Kazakh Lambs) differ significantly between ages (P<<0.05);
* P<<0.05, ** P<<0.01 indicating differences between breeds at the same
age. HSK: Kazakh sheep; XJXM: XJ fine sheep. The same as below

1 EMRTERFMEEEFMNRTE RN
Fig. 1 Cumulating growth curve in kazakh lambs and XJ fine

lambs
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I R FERFHNZMAFAE 4 K FRIETRAS, B3 F



2580 doE Kk W B % 39 %

W) 42 f7 ) C—T 842, 65 Aiff] G—A F-AZ, 120 fif
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99.86%. F ], PCR 4 # 1 Wi k4 54" GAPDH
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B, 120 HW& IGF-T JEDN (1) K05 5 2 KT 60 Hkg (P
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Fig. 2 Developmental changes of IGF-I gene expression of

liver tiussue in Kazakh sheep and XJ fine sheep
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Fig. 3 Developmental changes of IGF-I R content of liver
tissue in Kazakh sheep and X7 fine sheep
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