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Abstract Purpose: To explore the etiologic role of HPV infection in esophageal carcinoma, the asociation of
HPV-16 E6 with the nuclear matrix of carcinoma cells was investigated. Methods: Two esphageal carcinoma
cel lines, EC/ CUHK1 and EC/ CUHK2 , were tested for HPV-16 E6 subgenic fragment by udng polymerase
chain reaction amplification of virus DNA asociated nuclear matrix. RT-PCR and immunocytochemistry were
used to visuaize the expresson of E6 subgene in the cells. Results: The HPV-16 E6 subgenic fragment were
found to be present in nuclear matrix-asociated DNA , E6 oncoprotein localized in the nucleus where it tightly
asociate with nuclear matrix after sequentia extraction in EC/ CUHK2 cdlls. Thisphenomenon was not detec
ted, however , in EC/ CUHK1 cdls. Conclusion : The interaction between HPV-16 E6 and nuclear matrix may
contribute to the viral induced carcinogenessin esophagea carcinoma cell line EC/ CUHK2.
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