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Abstract: In the paper, with an indica variety 93—-11 as recipient and a japonica variety Nipponbare as
donor, high generation backcross segregation populations were constructed. Using 104 SSR markers which
display polymorphism bands between 93-11 and Nipponbare, the genetic background of BC,F, and seed shat—
tering of BC,F; mapping population were analyzed. The results showed that in BC,F, population, the genetic
background analysis detected 6 markers, which distributed on rice chromosomal 1, 2 and chromosomal 5 de—
rived from donar Nipponbare; In BC,F; mapping population, non—shattering plants and easy shattering plants
segregated in a ratio of 169:52, fitting the expected ratio of 3:1, suggesting that the seed shattering in the
population was controlled by a dominant gene, named SHI; Linkage analyses suggested that the gene SHI
was linked with SSR marker RM5389, RM1068 and RM1387, the genetic distance between these markers
and SHI were 0.7¢M, 5.5¢M and 13.1¢M, respectively. The mapping of the gene SHI would be useful for its
molecular marker—assisted selection.
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