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CONSTRUCTURE OF THE PLASMID LIBRARY OF cpDNA FROM
VITIS FLEXUOSA IN CHINA
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Abstract Choroplast DNA from Vitis flexuosa Thunb was digested with BamHI. The resulting
fragments were cloned into plasmids pUC7, pUC9 and pBR322. The plasmid library of the
BamHI fragments of cpDNA from Vitis flexuosa Thunb was obtained.
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1. cpDNA Hy12EL
cpDNA AR /MAIZ RO EERER Y, HRESRE (8%, S0mmol / L Tris. Cl

pHS. 0, Smmol / L EDTA, Imol / L NaCl, 0.2mol / L KCl, 10mmol / L Vitamin C,5mmol / L Na,S,0;,
2mmol / L f-3i & LB HHARTIBYE, SEZME, BEERPHOHSEHME 35%—75%
PR RO, BB K KB S5 E 85C KiE4EE, ILIE cpDNA } £ Sepharose 4B &
B4k,

2. BEARBRMER

Bty BT cpDNA FR HIEF BamHI /522 7k, FE K4S T DNA HFBRE SRS EA HHE
BAE, FLLBBUK MG cpDNA LMEXE B iEHE 2 2 okb UL E F B, aifbfaa& . BIEHEIR (9) #
7o

3. Bk

83 5 cpDNA {9 BamHI /K7 #1854 5 #tk pUC 8t pBR322 HBX K/MELIM B, XFh A
B B o v b o M DA S s DR T, A R SR AE, BTLACR A pUC #01 pBR322 Wi Fh itk 3t [R] 5 B,
{5 pUC #{Ik /i FrBE e pB322 Jik, K2, Wi pUC gk, MG (9 T, FriREUm
pUC7, pUCY 1 pBR322 DNA H BamHI /K f@#)5, F&ERIERERERXBRARBERE, 4 Sepharose
4B EEATAIMLE & .

4, cpDNA ROTEfE

R ICER (90 MEfT. 80 cpDNA—BamHI B iR R, (RLEE A 5 BIAE S K 5> B 6kb LAk
B 43l 5#4 pUC #1 pBR322 9 BamHI B¥) Bt T R B R, #AEN pUC MR EER
IMI101 %64k, #Hfkh pBR322 Mk * 5 £ 8 HB101 f1 DHS5 b, IM101 L ERBA T ERN
H-p-BRALIABEYT PTG) M 5S-BR-4-F-3-BNLIHH (X-Ga) # LB Fik L&D AR EHF
%2; HBI0l 71 DHS L BREAEFHEEHURE (Ap+Te) MRHTFRILE Ap'Te BHF, %
2, EMAEEHREEHTRERMAE, BamHI KM, LLADNA R Pstl K@=k s R bnk, LA
B & cpDNA ) BamHI A= # i, wiko®, REHSAARBARFBROELRE, €4, A
5,

LR TR

E W cpDNA % BamHI /kfRJ5, Mk Bk 34 K44, SWBERMERER, $3,6,7,25 27,33
B AR DNA #; % 13 H=158 DNA#, BA&HHM 11.7kb, B/h&HH 0.23kb, cpDNA S F R
# 129.4kb (BXHFERE), AWM H pUCT. pUCY, pBR322 A#H AN 817 #%, #—FLE4A
RRIEG L) ik vk, BmBEM 34 4, HBERR S B LAERE TS pUV 5 pBV, X 34 KT
W 7 85 S B 5 85w — BamHI B8 s pcs ot B2, LI 1,2, 3 F138 1o TR0 & 7S RI4E A BLAY
e BB L B 4 A M 55 8 B - BamHi I % RSO R R B R AR A, B HRY
TR E DNA 0 R £ TARL M AR DNA i we sk, gD, AMERI—F
DNA B &um bl bk R, SFSHEIM AR HAHRE: RMERI AN =FDNAR
S HE M B MR 1 pl L Bk S MR SRR LR /D SERE BR A R AR (R D), XS L5 & DNA #HlER
BRI ST BRMHE AL AR AR, mikoBEIAH, HBASRFUBLUEREEFEE—DH
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1 33 cpDNA BamH1 1—2 J B 0B M BTAL 22 BamHI RS MR B LK, 38 1.2, 3, 10 00 pBRIZ, Jb4
2 pUC. A % A-Psil, B 2 cpDNA-BamHI marker,

Fig. | BamH]I restriction patterns of F. fexussa Thunb cpDNA plasmid library. The vectors of 1, 2, 3 and 10 are
pBR32Y; and others are pUC. A (A=Pstl) and B (F. fexuosa Thunk epDNA-BamHI) are markers.

A B 14 15 16 17 18 19 20 21 2. 23 B A

B2 FE, 1423 BB b 14, 15,17, 18, 20 B Beb ik pBRA22 Mg X pUC,
Fig. 2 Continuation of Fig, 1. Thevectors of 14, 15,16, 17, 18, 20 are pER322 and othersare pUC.

Hi T 8 dh cpDNA-BamHi B i 7 JLAE HISB A/ DNA H- oy T S iir, ol dhod 45 aomi 1) 4
IF, fEEMERER, bEeE e, WWE b pUVIL, 12 BB 3 dhpUV2e, 27, 28 wBEHE, Jsp
pUVILL, 12 5MiHEEE, SRIRBETE 1 12 B, i pUV26, 27, 284, 0% 26, 28 Bphiids,
G2 i R, AT REREE N 26 PEAT 28 niE,



294 Z W OH 4 W OR 16 43

#1808 cpDNA-BamHI Bl —

Table | The plasmid library of cpDNA-—BamHI fron V. fexuosa Thund
i )RR Wi h B
Recombelated il Recombelated i
Rosomo | —gmnt | | gag | AR | e | # | e
i aF Bt (kb) Single or : 4 | (kD) Single or
ated plasmid| g & Molecular Vector| el strain plasmid R P Cector e
e Size O Size

pBV] 1 113 B M pBYIE 18 2.15 B 5
pgzg 2 10.5 B M pBUI9 19 2.02 L) 5
1] 3 9.7 B M pBV20 20 1.73 B b
pBV4 4%2 6.7 c7 M pBL2] 21 1.68 o 5
pBYVS 5 53 Lol 5 pHL2Z 22 1.38 c9 5
pBYH Gx%2 .l c7 M pBU23 23 1.30 c7 5
pBYT Tx2 4.9 ca M pBLI24 24 125 B 5
PEYE ] 4.35 e 8 pBLI2S Z5%3 121 c7 M
pﬁﬁﬁj 9 355 (I:;J M pBLI26 26 1.16 c7 5
pBY n 330 5 pBL2T el g L1l 7 M
pBVIIAZ | 1112 | 3.243.14 C7 "M pBU23 28 1.07 ca b
pBVI3 13x3 295 cT M pBLI% 204300 | 0.83+0.57 | C7 M
pBVI4 14 279 i M pBLI30 Ha 058 c7 M
pBV15 15 274 B 8 pBLI31 i 0.53 Cc7 ]
pHEVIG 16 149 Lo M pB1I32 a2 0.39 C7 M
pEY1T 17 225 B 5 pHLI33 3=z 0.31 C7 M
pBU34 34 0.23 C7 M

MiEB: pBRIZ2, C% pUCT, ©9 pUICS,
2, 3 MR s B G TR S A A DNA JEE the quantity of DNA fragments are double ur.t.ripln

in restriction patterns and scanning maps.

29+
A B 24 25 26 27 28 30b 30a 31 32 33 34 B A

I3[Rl 2,50 24—34 BB 9 24 IR IE G pBR322, JUdh pUC, B0 % 1.
Fig. 3 Continuation of Fig. 2 The vectors of 24 is pBR322 and others are pUC.
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