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Clone and Sequence Analysis on cDNA Growth Hormone Releasing Hormone Receptor Gene from Wuzhishan Miniature Pig
ZHANG Yan et al
Abstract
[ Method ] Three pairs of primers were designed according to the sequence of announced GHRH receptor gene of pig. By taken the total RNA
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[ Objective ] The study aimed to clone cDNA of GHRH receptor gene from Wuzhishan miniature pig and analyze its sequence.

from ear tissue of Wuzhishan miniature pig as the template, the specific primers were used to amplify ¢cDNA of GHRH receptor gene by RT-
PCR method. The amplified products were connected with pMD18-T and transformed into Escherichia DH-5a, after it was recovered and puri-
fied with gel, while the positive clones were taken to conduct sequence analysis after they were cultured by liquid medium of LB. [ Result] The
c¢DNA of GHRH receptor gene were successfully gained in the test and the length of ¢cDNA fragment was 1 577 bp which coded 423 amino acid.
The result of BLAST analysis showed that the fragment had 23basyls which were different from that of pig, so their homology was 98% . The
GHRH receptor gene of Wuzhishan miniature pig were all composed by 423 amino acid, and the sequence homology of their GHRH receptor
genes was 96% . [ Conclusion] The experiment provided theoretical basis for further studying on dwarfishness mechanism of Wuzhishan minia-

ture pig.
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Note:M, Maker; 1,2, The RT-PCR product of Wuzhishan miniature pig GHRHR gene cDNA.
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Fig 2 RT-PCR amplification resulit of Wuzhishan miniature pig GHRHR gene cDNA
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GGCCGAGCCA
TCCCTACCAG
GAAGACGAGC
CCTAGGACCT
CTCCCCTGCC
TGCACCTCCA
CTGGAGCTGC
GGCCACAGCG
AGGCTCCACT
GCGGGAGCTG
AGCTTCTCCA
AACTTCAGCT
CCCAGCACGA
TTCACTGGCA
GACGACAGCT
AACTTTGGGC
GGCAGCCTCC
CCACTGTTTC
ATCCGCCTCC
TACTGCTTCC
CCTGAACTTC
GCGAAGGTGC
GAACGTGGGC
CCCAGGAACC
TGCCTCTGAC
GTCTCTTTCC
GCCAATAAAC

CCACCATGGA
TCGCCTTGTG
GAACTTGTCT
GGGATGGGCT
CGGCTTTCTT
CGGGCTGGTC
TGACTGATGA
TCTCTGCCGT
GCCCGAGGAA
TGTTCTTGAA
CGGTTCTGTG
GGCTGCTGGC
GGAGGCCCTT
CGTGGGTGGG
CCCCCTACTG
TTTTTCTCAA
ACACCCAGCC
GAATCCACTA
CCCTGGAGCT
TCAACCAAGA
TGCCAGCCTG
TGACAACTGT
AGCGGCTTGG
CTCCGTTCGT
TCTTTGGCCT
TTCTCGCGTC
TTGTAAA
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CAGCGGGGTG
CCACGTGCAC
ACAAGCAGCA
GTTGTGCTGG
CTCTCACTTC
TGAGCCCTTC
GAAATCCTAC
GGCCCTCTTC
CTCCATCCAC
AGACGCCGCC
CAAGGTCTCT
AGAAGCTGTC
CTGGTGGCTG
TTGCAAGTTG
GTGGATCATC
TATTATCCGC
TCAGTACTGG
CGTCATCTTC
GCGACTGGGC
GGTGAGGACT
GAGGACTCAT
GTGCTAAGCT
GTCCACCCTC
GCCCTTGCCC
GAGTCCCTGT
CCTCCTCCTG

TGGGCTGCCT
CCGGAATGTG
GACCCGATGG
CCGACGGCAG
AGCTCTGAGC
CCGCCATATC
TTCTCCACTG
GTGGCCATCG
AGCCAGCTGT
CTCTTTCACA
GTGGCCACCT
TACCTGACCT
GTTCTCGCTG
GCCTTTGTGG
AAAGGGCCCA
LTCCTGCTGA
CGTCTCTCCA
AACTTCCTGC
TCCTTCCAGG
GAGATCTCAC
GCCAAATGGG
GCCCTTGTCA
CTCCAGAGGA
AGGCTGCAGT
GTGTCTACCT
GAGTCTGGGC

GCATCTTCTG
ACTTCATCAC
CCAACTCCTC
GCCCTGGGGA
CAGGCGCCCT
CCGAGGCTTG
TGAGATTCGT
CCATCCTGGT
TCGCCACCTC
GCGAGAACAC
CCCATTACGC
GCCTCTTGGC
GCTGTGGGCT
ATGTTGCGTG
TCGTCCTCTC
GGACACTGGA
AGTCAACCCT
CTGACAGTGC
GCTACATTGT
GGAGGTGGCA
CATAGCCTTC
CACACCTGGA
GAGGGACCAG
CCAGCCCTTC
CTGAAGTCGT
CGGAGCCGAA

Fig 3 The seguence of Wuzhishan miniature pig GHRHR gene cDNA
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