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Overexpression of mMiR396 MIRNAs Caused Flower
Stigma Curved in Arabidops s thaliana
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Abstract: MicroRNAs (miRNAs) are -21 nucleotide (nt) , endogenous and encoding RNAs that play important regulatory
roles in groamth and devel opment by targeting mRNAS for direct cleavage or trand ational repression in plants . To anadyze the
biologica function of miR396, we placed two synthetic precursars, MIR396a o MIR3%b, under the contro of the en-
hanced Cauliflover masaic virus (CaMV) 35S promoter in a plant transdformation vector (pOCA30) and trandformed the
constructs into Arabidapss . Genetic anaysis showved that flover stigmas of 35S: MIR396 trangyenic Arabidopsswere curve
and dligues of miR396 trangenic plants were aonama . In addition, Northern blot anadysis showed that the miR396 miR-
NAs and levels o MIR396 precursor transcripts were significantly increased in transgenic miR39%6 plants compared with
contra . These results grongly supported that mR396 played an important role in plant flower devel opment .
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