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Abstract; Oil pollution in soil caused by the oil extraction wastewater and oil-contained solid wastes is becoming seri-
ous. Bioremediation by microorganisms characterized by being environmental-friendly and low cost is widely applied all
over the world. Bioremediation is an application of microbial functions of the oil-polluted soil microbial community.
By analyzing and manipulating the oil polluted soil microbial community structure purposely, its functions of degrading
petroleum hydrocarbon could be strengthened for effective microbial oil-polluted soil bioremediation.
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