* 1136 °

] g FEAE PR R A

Chinese Journal of Pathophysiology 2005, 21(6) : 1136— 1138

[ XEHS] 1000- 4718(2005)06— 1136- 03

TERNRREMARRTR

OB, AE s,
(BEm R TE B M,

[ ZE]
&b B SRS 50 T 97 326 1K) o T 4 A R
G BRI B . ZEiR:
B P TS ) A ) 2 B A S R A

Atk &R 4

ES CIE1LL i A 4 S
[ FEDXS] R363 [ HkFRIREG] A

Selection and analysis of targeted cell-

EE
W RSB RE, TR TN 510632)

EE45

INVA
He

L%”‘&ﬁﬁ

g R, kA

B B FATT 5% W AR AL 12 BRZE X0 A7 5 P e 40 M AR (EAC) HEAT 4 A0 97 i, 3 i e 1k
o 5 e B -
) FEI WG S U 2 ) LA A5 R 3 B U HH 15 EAC R P 4

Vet 857, WE R A R AR, IR R 1 A4
i o ke, hat— L w1

binding mimicry peptides in endome-
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[ ABSTRACT]
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AIM: To isolate targeted the peptides that binding and internalizing into endometrial carcinoma cell line

EAC. METHODS: The tumor cells were screened five rounds of whole cell screen through the Ph. D. — 12 phage display library.

Analysis of the displayed peptides specific binding efficiency to the tumor cells was proceeded. The DNA of phages was extracted,

sequenced and translated to the sequences of amino acid and analysis using computer software. RESULTS: After five biopannings,

the isolated phages showed high specificity and strong affinity for their cognate cell types relative to different cell lines. Through se-

quencing, the sequences of displayed peptides were obtained. CONCLUSIONS: Whole cell screening against EAC cells through

random phage peptide library can obtain phage peptides with a highly tissue specific binding and internalizing ability. The peptides

do provide a basis for tumor’ s targeted delivery as therapy vector.
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Tab 1 Sequencing of the displayed peptides

Sequencing of

Location Frequency

the displayed peptides

—SNPITPD(H/T) LWRG —
—AHMQFTTSLTPH —
—DIDTRHRDHTKQ —
—VLPPKPMRQPVA —
—TNKIVHGTADSL —
—WSPGQQRLHNST —
—TLPSPLALLTVH —
—SNPITPDHLWRG —
—DLNYFTLSSKRE —
—AHMQFRTSLTPH —
—SPNFSWLPLGIT —
—DIDTRHRDHTKQ —
—VLPPKPMLOPVA —

Surface— bound 13

—_ = = N =

Internalized 12
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Tab 2 Selectivities of binding for the 5— round phage pool on EAC

compared to different cell lines (10°pfu/L. x Es)

SW038 MCF- 7 EAC
Surface- bound phages 1.0010.50  2.50£1.50 297.51 £116. 23"
Internalized phages 0.50£0.50  2.50£0.50 153.32 +47.33"

" P< 0.01 vs SW038, MCF- 7.
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