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Abstract:  ( fever caused by Coxiella burnetii is a zoonoses with worldwide distribution. At present, the
global anti - terrorism organization has included the pathogen as a biological warfare agent. Although
antibiotics is effective for acute patient, the treatment of chronic Q fever usually needs a long period with
high relapse rate and case-fatality.Otherwise, Q fever is difficult to control once epidemic occurs and lead
to consequent great harm to mankind because the pathogen could be spread by aerosol. To provide
reference for the further study of pathogenesis, providing timely and effective diagnostic techniques and
development of Coxiella burnetii vaccine, this paper summaries the progress on the molecular biology

research of Coxiella burnetii.

Key words:  Coxiella burnetii; Q fever; molecular biology; research progress

D1 B A ve Wi (Coniella burnetii,C.b, /5 FR Q #4447
FEUAAR ) Sl A% 2 A 0 20 ML 22 B T 10
Ji A BRA PR HC BT 0 A i, AR S SRR T K
FETE RS )3 3k &)l , w] i ok ORI iz A%
T , 8 IS5 (] S R M 2 20 HL 91 Ry HE W R 2 — o
— OGRS A

DLERA S AR AT 5 e A 2R 2 A8k Q 4, I IRER
PLTCH: 71, 60 Yo TCATARTAE R, 52 Tl 1240 >4 ™
o, O TR SRS, 200 E ZE DA T B 22 R
RiAT. HET QI BN For i) i B3
BIRZ—. T ET 1950 4 & B 1 Q By 1 LIk
ZYGIEITE B 55 A S 1 A i A T, B E il e
SR IR HLIX . 3 AMZ A RE 5 At S5 A TR

FATH v IEB L AL YR A 1EWH (No. 1U2GGH000018-01) 5 EZFK
K RBA 3 4x (No. 30771854)

YEH AL LB A TR IE I, =/ KL 6710005 2.7 [E B 75
Sy il v A G T 2 i e L AL BT 102206

EE T WLLHE B, mrE N, KE2EBER A R i 9T 4

THIRFEH  SKINGE, Tel:010-61731692, Email : zhanglijuan @icde.cn

Wi H - 2008-09-02

< 792 -

ARG, T T ARG T i B fEHE . Q
PAE R HPUAE A A TR T, 5 38U
P Q 4, HRA T I o) Bk, HAE TR

1 &mEFE

L1 —fAHmEarn DRI ok D
SR N SRR B 7 SERIARRE ST SR
H i, 4% 5op it % 3 283 o 7 e ik B gy
B . N S B, 2P TR T
JIEE, KN 0.2~0.4 wmx0.4~1.0 pmo {ETE 32 20 i
ARG B A G5 , 15 F pH (B R 4.5~5.0,

ZICAE AT RE 5% ISR TE I AR N AR 2 &
JEHAE 2, /N (small cell variation,SCV)TEZS 2240
T1E EA AN, B SCV IE AL 5 7% 10 K241 (large cell
variation, LCV)JEZ, NI EA T 255" HEBURES
Yo Ve S HAR 220 BORL 2 1A 2R 1 55 TH 4% YDA
Ko LW RETEAR 22 NN W) 240 i PN B0, X IR 15
E AL S SR
1.2 Re %45 DLIRAT e iR N5 20 (LPS) 5 HAth
== B 2 R, D K T, 20 AR i S Dy



PN W 2008 4 12 H 30 H 27 23 %47 12 1] Disease Surveillance, Dec. 30,2008, Vol.23,No.12

PURDRGERE . ZRAFTEDU R A G, 25 A
SE NG 20 (LPS) S5 18 & A UAR | 35 1 AN [F) 75 = A5
B W ARBT R . T M Sz e AR B 75, 75 5¢
PR BRI ARZHE | WA RS2
B, gs8Ebk. 1 AHN SEORIRTE 1o, eI
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Ji R 55 LR R R A v S, T RE A 5 e
I35 52 PR BBE , AR 37 S 44 LPS (1) 22 57 = B e
KA o WESE DL IR ST A LPS (4574 F1 ) g
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RIE Lo

1.3 ik DURAT s AR e ARG H e
JHVME — 5 A TR 9 99 D T, B 2 B 4 ol Jo A A
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DU FCAR] o % T 22 2R 1T 2 1 R DR AR e B
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HH.

21 #ARAEGER D RM TR PIK T E
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MR o Hsp o i BE RS 40 R R R
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Y7 B ) 10T, HspB 1A B B i s X, L 5 &
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A RPN . 5 —FEHR 58 11 Gp96 J& P it
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e E R TR 1 TE SR TR PR AR P,

2.2 coml comlFEH 41 756 bp, ZRKr T N 27
kD, 1% RAH S ORAT , FE G i 1 2 0 T R i 2=
Ifil. Coml J—Fl 5 AN BEFAN S L IEE B
3SR R K X A H 5l 8.8, Coml FIHRE R B 28 45
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O, T 55 0 B AN 3 B b 8 R IR TIE G o
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(14 12 3 2o A e BT A I A A e IR S e R
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2.6 gltA DU LA 5 B A (AR IR 15 it (g leA) [
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