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Study on Methods of Extracting Total RNA from Grape Inflorescence

ZHAO Wei-wei et al  (Agricultural College of Yanbian University, Longjing, Jilin 133400 )

Abstract [ Objective ] The study aimed to choose the best method for extracting the total RNA from grape inflorescence. [ Method] With Vi-
tis vinifera x V. labrusca ‘ Fujiminori’ as the test materials, according to high content polyphenol and polysaccharide in grape inflorescence,
the methods to extract total RNA were compared which were CTAB, SDS/Phenol, and Modified CTAB. [ Result] All of 3 methods could ex-
tract total RNA from grape inflorescence. Among them, the modified CTAB method was more suitable, it could eliminate pollution from poly-
phenol and polysaccharide and got high quality RNA, the brightness of 28 S rRNA was twice of 18 S rRNA. Moreover, the RT-PCR result
showed that toal RNA was fit for the next research. [ Conclusion]Modified CTAB method had the best effect on extracting the total RNA from

grape inflorescence.
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Note: 1 —6 stand for six parallel samples. The same as follows.
1 CTAB ZREVEE &/ & RNA B
Fig. 1 Test of total RNA extraction of grape inflorescence by
CTAB method
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Fig.2 Test of total extraction of grape inflorescence by SDS/
Phenol method
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Note: 1 —3 stand for three parallel samples.
3 ¥R CTAB AREVEZEER B RNA Bl
Fig. 3 Test of total RNA extraction of grape inflorescence by
modified CTAB method
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Fig.4 Full length cDNA of SVP homolog amplified by RT-PCR
from grape
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