LHR MRS, Journal of Anhui Agri. Sci. 2009,37(33):16261 — 16262,16270 RERE FEE REEX A2

EHRSF GHR R ES B F— I FHISSURHEZI
BER O RER T PER LR LB 2 LRAS

(1. BEARRZRED, HEHRKE 130062;2. EHRFERER, FHIRBH 133400)

WE (86 1FRTA TFALCHBEENY TR, ARARF S TEMFAMFRIRE. [FiEk IR 46 LebfbL it 3 4 o HX
#,, % B PCR-SSCP # A - GHR AR5 8 S BT HATHR WA AR T 2L FFBKR GHR HFETF. (4R |55 3% =3t
474 SSCP | X 30, A 3 # A HE , 255 AA BB AB, £ AA BB 4 44F ,AB h 4F . ¥ AA Fo BB MERAHKHGR B2 H L
R, A=A S EMALE, GHR AW 3 34 SR AW AL BAKEK 3 ,AB Bfe BB R ARV, GHR ARt AA ARB M A
HoyLRBREAETFROLAAY, £ FABBERP. (L3 FERT CHR ARATRAEAD LD FF A RMEROEZERT; £FFw
BESSAARBEEFRANARKET N,

XEEIR A #EF;GHR AR ;PCR-SSCP; £ Ad:

hESXE S823 HEREm A IEHE 0517 -6611(2009)33 - 16261 —

Discovery on a New Polymorphic Site of GHR Gene Exon 8 in Yanbian Cattle

CAI Jin-shun et al (Department of Agronomy, Jilin University, Changchun, Jijin 130062 )

Abstract [ Objective ] The study aimed to seek for molecular marker used in the marker aid selection and provide the basis for molecular
breeding of Yanbian cattle. [ Method ] With the blood samples from 46 pure breeds of Yanbian cattle as tested materials, the exon 8 of GHR
gene was detected and sequenced by using PCR-SSCP technique and the genetic variation of GHR in Yanbian cattle population was deter-
mined. [ Result ] SSCP detection on amplified product discovered tha there were 3 genotypes as AA, BB and AB, in which, AA and BB were
homozygous and AB was heterozygous. The sequencing analysis with AA and BB as the individuals discovered that there was a new polymor-
phic site. The genetic analysis on the polymorphic site of GHR gene showed that AA individuals were more and AB and BB individuals were
less. AA genotype effect was superior to that of other genotypes on some growth traits, with the difference being significant among genotypes.
[ Conclusion ] This study suggested that GHR gene may be a candidate gene responsible for growth trait in Yanbian cattle and more gene sites
should be combined in breeding so as to realize the effective breeding.
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Table 1 Allele and genotype frequencies of the SSCP in exon 8 of GHR

gene in Yanbian Cattle

FH ltem M B
Number of individuals Frequency
FFEAE Genotypes AA 35 0.760 9
AB 8 0.173 9
BB 3 0.065 2
EFEFA Alleles A - 0.847 8
B - 0.152 2
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Table 2 Analysis of the-relationship between genotypes and productive performances by the least square method ( LSM )

\im///r
senotypes

LHIWE / ke H//ks B2/ % BRPIZR /) % ARALIE B/ om’ HIME /ke
Whole increased weight \ﬂli?:%‘-hj\ Slaughter rate Net meat rate Eye muscle area  Daily increased weight
AA/3 202.125 +4. 546" 295.279 +£6.459 0.572 £0.005 0.487 £0.005 96.579 £2.612 1.281 £0.022"
AB/8 277.667 +7. 424" 295.463 £10.548 0. +0.008 0.488 £0.008 91.933 £4.265 1.137 £0.035"
BB/3 245-.000 £9. 093" 280. 005 £12.919 0.575 +0. 0.490 £0.010 91.520 £5.224 1.065 £0.043"
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