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Abstract

The carcinogenesis of gastric cancer is a
multifactor process with many steps, of which,
both the losing activity of tumor suppressor
genes resulting from the abnormal structure
of the chromosomes, and the activation of the
oncogenes play important roles in these process.
Therefore, identification of the tumor suppressor
gene and oncogene through researching on the
structural chromosomal abnormality has become
an important means for the research of gastric
cancer and oncology. This paper reviews the
researches on current progresses on structural

chromosomal abnormality in gastric cancer,
especially on the aspect of methodology, and
explained the application of various molecular
genetics and molecular biology means used in
structural chromosomal abnormality research.
This paper aimed at providing references for the
choice of researching methods for the readers.
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R R prh B gtk ur i, &5V DR B
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PR, LA ST ST P AT — e S PR AED, A
LIPS N R A R i DR SN R NV |
ST R M R e bR N O, eAb, S
AR AP AE AR R G AR AR AL, A BTk R
H— e ML BT SEMEE— NS 2R 4
A3 TR 2 A0 IO VR A A, B R b A A% Y 4y
B o L 381 1F A% 2 24, AR JE A g X L8 1E H
(R 2 JE A5 SRR T g 4 . sk 4 er alty A
FH ) 46 SRR G (0 AR 1 G Ak s 7 10 10481 iR
B AT 7O, R 2 A et
EECH AR, 534080 B AT Y AR S5 i AR Ak, B
WL G S R Tq-, 3p-Fl1p-Y. BAR YLk
Gl B RE N A S DR 22 1 2 B e AR A 5
(R HEOR F 2838 H T 8 o B, AR A 08N
ARG AR L A
2.2 RARALL ZBEA RIGCIRAL A (fluore-
scence in situ hybridization, FISH) 8 T 19864F,
SR 9 e hnic DN ABRER L5 JiJge 1] 341 f A%
R A R R AT R AL TR RAT
REHE ARG E . (E TP, RR-PAT TR AN
TREF M) 22 (R I S50 A MR 0 P A FH R R4 28
TR, W UL FISHE AR S A4 22 KIFISH. S
FIFISH. kiR FISH. X s 7 EFISH
DL K 2 6 W sk ) S R e i b R 1) e SCIR
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BRI A e, A6 IEa b AT AR S
AR, W2 A5G A L FR 50 R AL
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FISHECRMEFE T 203451 5 b B AH IR T 587 1 %
AR, I, 3, 12, 185 Yeth ik =54k 1 1
R, IF B ORI T m e i X gt
K H a0

23 WRAHME KR FISHEREHIEL
ME AL, AE S AE SE BRI 5T P AR 2 4 2305 AR Ak
BRAT E IR Qe RN, X AR OR R T
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5q~ 9p~ 17pAI19p%E; % WLIMF % X 173q-
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ARG U A A KL PR ZH RG] R AL P ZH WD N A5
NHARW(CNV). AZFARH & T g elagt 4%
PR AL NALCN VI, B T4 CGH
FEAR 3 W FIAR, TOIEAS /N T2 Mb4 14 Al
B, DAk, e DR E 41 B R R SE R 53 4h,
CGHIFA BRI H VAT HE R 4 45 DA (B AR 4k
PSRN TR R VAN e K VA& o S PSRRI RN
M. Tfarray CGHEARNINKE 24 A HE i FHDNA B
BEAR T CGH M I g o fds, Xt KK T
FEGEC GHAN HERAR I ), e 4% T 5 FICGH
IR i, IR AR MR A 2 T
w2 (RN YN, Buffart ef allV fflarray CGHZM T T
22090 B9, KIN9, 11q, 20°5 JL AR 3RAT K A4
AP HILF29%, 29%AH133%, 1713q, 6, 5, 105
GO AR IR Bl SR AT 53 ) IE 3148%, 48%, 43% A1
3397,

2.5 FHFIR S EWE R A CGHIERN—Fim
Dl M TR, B OIS T R 4L
DNA# NUECRAL 1 3 22F-BL. array CGHIWKJi#
WIS T C GHA A i 1 ) . 17 PR A% TR
Z A TE(SNP) S H AR M 35454 H B —
Al T A DN A ¥ DUECAR A4 (1) 5 7 23 HE 26 (1)
DNAZEY S FrHAR. 5 G (Affymetrix) 2 ]
FE HH 0 N3 R 41 J] 3% SNPAES i SOOKHISNP 5.0
R BRI R S A E 2.5 kb, i et
[FISNP 601 A7 5000 T 7000t . 1K 2K iy
I EEEDN AW F 6 AR 5T 2 7 T e kG
7KV X AL N2 DN A B2 DA AL 3E 4746
DR AT BE. H R A A% A AR T e 1 B
FRE, H e E A R (0 BF 5T THT R T 3 T 1
BT R BT IR N T S

2.6 2 FHEBRMGITAYT E R L HEIERK
AR E P 18 H R (multiplex ligation-dependent
probe amplification, MLPA) & i faf = 2234
Schouten e 2/ T-20024F 737 At 2 ) FH {7 B 17
FAS EEB:. PCRYBIRY, T — NN
[ B A6 00 5 22 40 A AN [F] (K0 A% R 510 1 % DL 4
Ak, MLPATT i R B2 B AN RIS U o 21 1 vt
ZH LR A, RE R A AT 1.
HEREFAKEAR, 75 BT R G I
GRS i 4R AT T8 5145 & X PBS(primer
binding sites), 3 A 541G HAR P45 &
X, fEPBSIX 55 HARIFH 456 X Z 4l A A
FEM SEAZTFIR, BT K A — e 41, W
R HIRFH K 5248, WX A RE TG )
Bz, W ALY 3 SN i SR PR AT

5 Hb P A 56 A R/, W3 B i 2 F X L B
TR — N B, IR bl 1 5
U — IR 4L AT Y 1Y, A%
055 H VKROS5 T (0 9 b A YR A 4
F=4). MLPAJ& T-— il S DNA S DU I+
AR AERM, O 2 5aE IR 2 0 S = 4
FH A A By ik A7 55 8P 2 IR RS . 3 4 5k Y.
FHZH AR AT CN VA I )4 18 th okl 22 ),

2.7 F GRS A SRS WINTATER, CGHE:
AIE SRR T2 Mb gtk i Bk, £
I T R 414 S 00 O A B e fr
PR =B P B IS (LOH) 20 T 42— mT LA R B BE /]
J0 P G o AR B R I T B, AR gk
ARV E — RANN B PR, gtk g
PG RVE FHBUE 2L EbpZ N, S MRS
Hh R TP S5 DR 110 By . R TR A T M e e
HLVK-HR VLR LOHAN 7T b i) 70, FEER
A R TR R R I A S NS [ B
TE ST, A IR A A AU S
BRI N A | Bl g O 451, AR B
St iR I R SR LR 4 S R AT L,
BT 2 B B 5 B k2D 50% LA L, 52 LWL OH.
L OHAS I BT FH 700 2 Bl 7, 6) 5256 8 4%
PESESRAR, 3R T IT . {ELOHKIIAEAE S

Wy WEEAT HEEE SR, RiEs
MOREATIE . AL P iy BOAH €43 (DHPLC) /&
LOHZ B (1 — R vk ik 2 W74 il
EE XAk, DHPLCH R U ARy S Pk A% 4
D7 A 3P, DHPLCHY 45 5 LU A 2 2
SR, BN EM HAE T4 B RS A DR
FLOHJF R 2R i AH DG SE DR (4, &
BT —Su ik L N, Yu er al T L5300t
FEbR A TR, 55 Bt k5p15. 307 sAFAE4L
R TR R, HR HAZAT R AR TR X1 2
DA AT 8 5 e A DG SR RO, 2B er al™
oA T N T7q B oxt i B2 514570451
e BT TR A L, 51 IR] TR SF- 35 R 1 £
T 10 cm, KRILTOH] g i 7q I B R AR A 2|
34.3%, HrPLAD7S486 M1D7S 798k 2k 4 g iy, JL
TR LD 7S 486 1) il 2 2 F1 B8 37 Uk 12 45 3 F A
5%, B 2T A R I Y LE AT e FE A,

3 EAUINBERERENERREBERX
T LEE EAT AN B g G (AR 45 K A2 5 R E 94
I, A Lesf IR R G AR A K AR 5 5 T I 2
YA P2 IR I SC AR AT ARG B, R BANTA]
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A PR AR AR =, JF T H X LA Y
FR RARA O] B8 S BT AL T %357 1) H ZEIE A
(3t FIA BRI P E 2 Yu et al* R XF80
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55 B A LE ) 2 PR AR SR f 3 R T

4 iR

TEXT s G B AR, TS — g
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TR IR AR P e A7 AE 5 B 0 % DA OC (1 4
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