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pUC118-AgB | F 45 3 5 GenBank 7 ¥ 37 #
KFIE R AgB BFFIHE 99. 8% MIMEIRTE. AgB
cDNA (3K 2 592 bp, H4mi 864 MEERE, —
EWRERFIIMFETFRER 99.3% (B 3),

1 AgB #[F -DNA SBEH PCR 7=41; 2 \DNA/EcoRI+Hind I 4
FRiRHE Lane 1 PCR amplified product of Cysticercus cellulosae
AgB cDNA coding region; Lane 2; Molecular weight merkers
(ADNA/EcoRI4+-Hind H )

B 1 HWRH Agh BT cDNA X PCR #5374

Fig. 1 PCR amplifled product of Cysticercus celiulosae AgB ¢cDNA
coding reglon
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1 ¥ pUCL18: 2 pUCL18-AgB cDNA HBE EHA T 3 pUCLLE 8
BamHI-+Hind I E§Y)F41; 4 pUC118-AgB cDNA S HK 4 BemHI
+Hind I 417 #1; 5 ADNA/EcoRI+Hind I 4 7 #I¥5%  Lane
1: plasmid pUC118; Lane 2: Recombinant plasmid pUC118-AgB cD-
NA coding regiony Lane 3; pUC118 digested with BamHI and Hind
E; Lene 4. pUC118-AgB cDNA coding region digested with BamHI
and Hind E 3 Lane 5: Molecular weight markers(ADNA /EcoRI+ Hind
o).
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Fig. 2 Endonuclease digestion analysis of the recombinant plasmids
pUC118-AgB ¢DNA coding reglon

Eaagac atg
tetgttteac acgrcaaant ttoctogtacc atcatacgcg ERacttccce aagtactgtt
cgactigaga gtogegtacg ARAACTEEER Eacctgoctog atcitgagcE agatgctecgoe
HtCcCERRCtH aacgcaatge caacgagatyg agcattcagc tggacaccat SECctgRacgt
cttgacgaat tgagtggtac tteetetcag actcacgatg ctattegeeg taaggatatg
gagatctega agctgogean ggatctggas aatgccaacg ctgotttcga aactgccgag
ECCaCICIRC gccgoaaaca caacaccatg atcteccgaga teteccagegs ggtigagaat
ttgeagange ARAAEERCAR ggcagagaag gacasgagcc AgCICAtECT tgaaatcgat
sacgttctig gtcasctiga tggcgottea aagRACCAREE cctcagegga gagcaasctg
RaggEcrrga acagoccagcet RECRCRCTIR azggcegetga cogacgatct tcaacgoccaa
ATQECCQaACy ctaactcigc caagtcgegt TtERCCECas agaacttcga attggttcgc
KrAARTCAgE Agtatgaagc acaagtcgtc accttctcta agacaaaggc Ccgctcttgaa
ageceagetgg atguccttaa ACREECCALS gSartgaagaty cacgcaatcy cotaagcett
caaacacagt tgtcgagtot ECBAATgIAC Tacgacaace TRCcaagCacyk TtacgagRa s
Eragcogapm cagccggana toctgocgranc caagttgeca aattcaacgc CRATATRRCT
ECccicaaga cocegtettga BEgAgARACTL AtggCcCcaBRgA crgapgagtt TEaARAACTC
aaacgcaagc tgactgticg cattaccgag ttgaggata tggctgaaca tgagegcact
cgigecaaca acctggaghs Rgeccasagtt aagctgacte ttgagatcaa REatctacag
ECtRagaacg aggcgttgges agcagagaat EEagagttas CECAlCHEZRC Eaacgaggca
gagaatcrrg CCARTERECT BCBEZCEICER aAtagacgags TgACAgTIRe aarcaacacc
ctoaactegg ccaACAgC@C tetagapEc R EacaRCATELD HOCICAATRE graggtcgrt
gacctcaccg accgcatego caarctogac CRCKAABACT ECcancCtigw cgatcaactg
anggagacga aatcagooeot ECETERTECH ARTCRTCRAC tgaccgatet HEAgECCCIE
cgcagtcagt tgguggcaga ZCEtgACAAC ctogeotetg ctctoccatga tRCtEaAgRa s
Ecactgaagg agatlggange gungtacgtt geocotecgoags acgctettaa tcaccteaag
toccgagatgg aacaacgtct ECRIgagaag BACEAEEANC tggagaatct SRgaBagaEgT
acgactcgese cgattgagga Rttgacaacc accatctcag agatggAggt tegettcang
cggatatgt ctegtetgaa geagaagtiac Faggcgacaa tcagegagcet agaggtgcan
ctagacgtyge cReacCAagEC Zaacgocaac ctcaaccgeg BgBRACAARAC coclggoicaa
cgagtrcasg ARCIECagEC tgcgtt_ggag BaCRagCREC Ragclcgoega agctgeagag
AQCARACTTIEC aggigRagCEa BCgcaaacgc atcgeecttg ctteggaagt ECcaagagatt
cgCcAgocanc tgEAAcCTCAR TZACCHCRECT ogcaagaacg cogagtooga actcaacgart
gocaatggac gtatctcgga HEctocaccota tcggtcaaca ctcttaccaa tgacaaacgt
CACTTEAAE Ecgatattigg Ccgtcatgrag ERcRatcteg atgaggECCat caatgCECET
BAQUCTHCTY aggatagagc tgaccgtelg aacgctgags tactccgect SEEctgatgag
CIECEACAgE BACABgABAA tracaagcegt ECtgagactc Tgcgegagea actrgagate
gagatccgty agatcacggt caagriggay EeRRCIRARR ctttegotac WCRIGAEERT
cgccgtatgg Trcaaaagct CCARAAICRY ElgARRREERC ttgAgECEEa ECLggacCERa
gBaattCgic HCgccaagga ggectiegeo BACYCRCYCRA aatacgageg tcaattcaag
geactgcaga cacagagoga gratgataaa cgoatgattt tggagoetica agacctgota
gacaagactc agatcaagat gasagcctac asacgteage ttgaggaaca ggBagaggtg
tctragoctga cgatgagcan Ktaccgtaag Ecgcageaac agattgagga HEc<ggaacat
CETgctgacs 1EECEEAEAH gacgatcacc attaagagga, caattgRtaw acccggttec
cRCgeogttt cgRtggtteg Egagatcaac agtgroteocoe Ztggtaacceg tgcaaccagc
atcatgiaga tgt

B3 AgBcDNA MMBEHIFSER (== EHER.——HRFRRHTHRENTRANED

Fig.3 The sequencing result of AgB cDNA coding region (===, Non-coding region;

~~=--, Basepairs different from that of Australia Cysticercus cellulosae)
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CLONING OF CYSTICERCUS CELLULOSAE Agh ¢cDNA CODING REGION
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Abstract

[Objective ] To amplify and clone Cysticercus cellulosae AgB cDNA coding region. [Methods ]

The AgB ¢cDNA was amplified by RT-PCR technique from the total RNA of Cysticercus cellulvsae. Tt was
cloned into the vector pUC118 and sequenced. [Results] The PCR amplified product was a single band of 2. 6

kb in size. The sequences of AgB cDNA coding region has 99. 8% homology with that of Australian Cysticercus

cellulosae, and their amino acid sequences have 99. 3% homology. [Conclusion] Cysticercus cellulosae AgB cD-

NA coding region has been cloned successfully.
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