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[ Abstract]
Methods
(TW1),Duyun of Guizhou (DY1, DY2), Congjiang of Guizhou (CJ1, CJ2, CJ3, CJ4), Dali of Yunnan (DLI) and
Wushi of Xinjiang (XJ1) respectively. PCRs were carried out with 13 random primers. A phylogenetic tree of different
Results

Objective ~ To make molecular identification for 9 isolates of Taenia saginata from 4 provinces.

Genomic DNA was extracted from the segments of adult tapeworms collected from Taoyuan of Taiwan

geographical strains was constructed. 331 DNA fragments were amplified. The number of DNA fragments
amplified by single primer was between 3 and 28. The average number of amplified DNA fragments by the 13 primers
was 14.15. The average number of fragments from the 9 isolates of T.saginata was 14.08. Phylogenetic tree revealed that

there were two branches in the tree, DY1, DY2, DL1 and TWI1 occupied one branch, while CJ1, CJ2, CJ3, CJ4 and X]1

occupied the other one. Conclusions

By the RAPD analysis, the isolates DY1, DY2, DL1 and TW1 belong to Taenia

saginata asiatica, and the isolates CJ1, CJ2, CJ3, CJ4 and XJ1 belong to T.saginata saginata.
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Tag DNA AW (AL LAaY TRARA
A]), DNA bR:EY) (3EE MBI Fermentas A F]), B
B (FE[E Promega 2N F] ),
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9 AMHifk (DYL, DY2, CJ1. CJ2. CJ3. CJ4.
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4.1 FEEAGI 4 MRPESCER [5] EEEREPLE 1 OPA-
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Table 1 Random primers used in the study

5|4 Primer J¥%1] Sequence
OPA-03 5'-AGTCAGCCAC-3’
OPA-08 5'-GTGACGTAGG-3'
OPA-20 5'"-GTTGCGATCC-3’
L-01 5'-GGCATGACCT-3'
L-02 5'-TGGGCGTCAA-3’
L-05 5'-ACGCAGGCAC-3’
L-06 5'-GAGGGAAGAG-3’'
L-08 5'-AGCAGGTGGA-3’
L-09 5'-TGCGAGAGTC-3’
L-12 5'-GGGCGGTACT-3’
L-15 5'-AAGAGAGGGG-3'
L-18 5'-ACCACCCACC-3’
L-19 5'-GAGTGGTGAC-3'

42 R mFM BB RAPD-PCR )5k, AKX PCR X
NAIMA 100 ng/pl DNA #54% 1.0 wl, 10 pmol/pl 514
1.0 wl, 3 U/pl Tag DNA REREE 0.5 wl, 2 mmol/L
PR =WER (ANTP) 2.0 ul, 250 mmol/L. MgCl,
15 wl, 10xPCR JINAEZE MR 2.5 wl, AL BAARFE 250
wl, TERSHR 94 °C 5 min, 94 °C 1 min, 37°C 1 min,
72°C 2 min, 45 KAEFR, 72 C 10 min, 4 CIRAF.
4.3 RN 1.5%NEREEE R (F IR 2 8E
5 we/ml), FFFLAHIMA _FiR PCR =425 w155 pl
OxMFESE R IR &, BEFLIN 5 wl DNA Fri&
0.5 f&5Hi B PR LUK 22 M (0.5XTBE), 80 V HLEER
JEHLYK 8.5 h, 7E UVP SRS (UVP8000, JE[H
UVP A F]) WSS R

44 ZERAUFE e FHEERC AR AU AR 1 S B R b e
WEHLTK, EIEAEKIMT RS ey R, D
DNA FHX 7 F s (Mr) WIRRESRHT ISR, sk
KUKIE F SRR CAY =1, JCHE=0),

5 BELSW

% 18 RAPDPLOT (3.0) # A4 RETHU 1] B P A = Ak
13 ZKHEHLE 109 RAPD §7 255, A=Al 1 A4l
A (TXT 3 ). RAPDPLOT #4 4k B 3% 53¢
4, AR PHYLIP(3.65) BAFERER MM 5 28R ph /Y
SCF, ) PHYLIP (3.65) #4443 H i) NEIGHBOR #2
FEARAE AL AR 249 (UPGMA 15) 20 M7, BRASH
YL
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ffiH TREEVIEW (2.0) AL HRGEKEW ., 8 RRATIH RAPD A RIS C A AL I (| 1),
. = /«%l%/\w RAPD H B 331 4~, BA5|YP 18
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A~M: 43505514 101, 1-02, L-05, L-06, L-08, L-09, L-12, L-15, L-18, L-19, OPA-03,
OPA-08 71 OPA-20,,

M,: DNA R (Eﬁﬂlﬁll’ﬂ 1A), 1. ﬁﬁ/ﬂlg, 2; ﬁﬁ/ﬂz%, 3. U\‘ZI4%, 4. U\?Il%,
5: NL2%5, 6: WL3 5, 7. B 15, 8. Bft 15, 9: K15,

A—M: Primers according to the figures’ serial number are L-01, L-02, L-05, L-06, L-08,
L-09, L-12, L-15, L-18, L-19, OPA-03, OPA-08 and OPA-20 respectively.

M;: DNA marker (the other figures are same as Fig.1A), 1. No. 1 sample of Duyun, 2. No.
2 sample of Duyun, 3: No. 4 sample of Congjiang, 4: No. 1 sample of Congjiang, 5: No. 2
sample of Congjiang, 6: No. 3 sample of Congjiang, 7: No. 1 sample of Taoyuan, 8. No. 1
sample of Wushi, 9: No. 1 sample of Dali.

1 9 &4HEH RAPD &R
Fig.1 RAPD amplifications of 9 T.saginata isolates
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¥ RAPD FBTE 6.11~24.5641, P34 14154 94
AMASE- 1 RAPD J7 B 7E 985~1662, T3 14.08 4>
(%2).

2 RERER
IR AT AR R L EW (F2),

ARG R BRI BHPI AN, #8515 5485 2558
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Table 2 Number of RAPD fragments from 9 isolates of T.saginata

519 AR A RAPD F B8 () Number of fragments SR B B
Primer DYl  DY2 cl4 (o)1 cl2 CJ3 TW1 XJ1 DLI HL(4>)Mean Total
L-01 6 6 7 14 10 10 3 10 15 9.00 81
L-02 13 14 12 12 11 12 11 11 14 12.22 110
L-05 26 26 22 23 21 20 16 16 25 21.67 195
L-06 9 7 4 5 7 7 5 5 6 6.11 55
L-08 18 18 16 16 16 16 16 12 20 16.44 148
L-09 9 9 15 13 15 16 5 14 10 11.78 106
L-12 5 5 8 5 8 9 9 5 20 8.22 74
L-15 17 17 14 12 16 16 8 13 19 14.67 132
L-18 15 15 14 18 17 17 7 9 15 14.11 127
L-19 18 18 13 14 13 14 10 9 22 14.56 131
OPA-03 25 24 25 28 28 28 18 24 21 24.56 221
OPA-08 20 20 17 18 21 21 11 11 19 17.56 158
OPA-20 14 14 13 13 15 15 9 10 15 13.11 118
I R Bk 14.15
Mean 1500 1485 1385 1469 1523 15.46 9.85 11.15 16.62 1408 -
BIH) Total 195 193 180 191 198 201 128 149 221 - 1 656

TW1

DLI

DYl

(I

DY2

XJ1

CJ4
cn

|: Cj2

CJ3
0.1

. #A 18 (DY), #4125 (DY2), MIT 1% (CJ1). MiT2
B (cJ2). W38 (CJ3). T 4% (CJ4), KH1E (DL1). &5
fF 15 (XJ1) Akl 15 (TWI1)

E2 91MFFERNMENRSELZER(UPGMA )

Fig.2 Phylogenetic tree of the 9 isolates of
T.saginata (UPGMA method)
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S DNA F B, 40 L-05 54714 680 bp, 300 bp 4k,
L-08 5|#)f) 420 bp 4b, L-12 51#¥11Y5 580 bp Ak, L-
15 51471 700 bp kb, OPA-08 5141 450 bp At
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