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Fig.1 The rDNA-ITS2 of i
(KM1-4) and An. liangshanensis (LS1-4) (GenBank Accession No.
AF1468750 An. liangshanensis LS3).
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Table 1 The identity and djversity of rDNA-ITS2

between and An.

éﬁjﬂp KM1/KM3 KM2 KM4 Ls1 Ls2 LS3/LS4
KMI1/KM3 2.5 2.5° NE 2.9+ 2.2
KMz 075 0" 0.2¢ 0.7 o.2°
KM4 97.5 100. 0 0.7* 0.9" 0.2*
LS1 97.3 99. 8 93. 3 0.2* 0.4"
Ls2 o7.1 99.3 061 99.8 0.7
LS3/LS4 57.8 99.8 99.8 99. 6 99.3

* NERH(%)  * Diversity(%)
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COMPARISON OF rDNA-ITS2 SEQUENCES AND MORPHOLOGICAL
CHARACTERS OF ANOPHELES KUNMINGENSIS AND ANOPHELES

LANGSHANENSIS IN CHINA, WITH DISCUSSION ON TAXONOMIC STATUS*
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(1 Departement of Etiolagic Biology, Second Military Medical University , Shanghai 200433; 2 Sichuan Institute of Antipar-
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Abstract

[Objective] To determine the taxonomic status of Anopheles kunmingensis (AK) and An. liang-

shanensis(AL) from China., [Methods] Sequence differences of rDNA-ITS2 and main morphological characters
variability between different sources of AK and AL were compared. [Results] The level of rDNA-ITS2 se-
quence differences among eight samples was under 2. 9%. The total occurrence rates of main morphological
characters examined in the female mosquitoes with pale fringe spot on V5.2, white basal band (or spot) on
hind tarsomere N, and larvae with bifurcated head hair 2-C were 43%(9/21), 89%(17/19), 40(4/10) in
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AK, and 79%(34/43), 44%(17/39), 20% (4/20) in AL, respectively. These rates calculated from separate
colonies fluctuated within a wide range and overlapped, suggesting that there was no definite, stable morpho-
logical difference between AK and AL. [Conclusion] The morphological and molecular variations between AK
and AL were small and belong to intraspecific level. The AK and AL may be considered as the same species,

and that the An. kunmingensis may be recognized as the synonym of An. liangshanensis.
Key Words: Anopheles kunmingensis, Anopheles liangshanensis, morphology, molecular sequence,

taxonomic status.
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