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[ Abstract )

and new genes from an adult S. japonicum c¢DNA library, and to search new vaccine candidates and drug targets.

Subjective To acquire and analyze adult stage Schistosoma japonicum ( Chinese strain) expressed sequence tags
Methods A
c¢DNA library was constructed from adult stage S. japonicum. Clones were selected randomly from the ¢cDNA library and were se-
quenced. ESTs and new genes were acquired after analysis in GenBank databases by BLAST and other programs. All ESTs and new
genes were submitted to GenBank and received accession numbers.  Results 149 ESTs were acquired from a total 382 clones that
were randomly selected from the adult S. japonicum cDNA library. All ESTs were successfully submitted to the dbEST at Genbank.
Some of them were homologous with sequences of male, female, egg, schistosomula, cercaria and miracidia of S. japonicum. 18
new genes of adull S. japonicum were acquired. Some genes were housekeeping genes and some genes might be interesting as vac-
Conclusions

cine candidates or drugs targets. The EST straltegy is a rapid, efficient and economical method to acquire ESTs and

to discover new genes of adult stage S. japonicum from cDNA libraries.

[ Key words])

Schistosoma japonicum; cDNA library; Expessed Sequence Tags (ESTs); Gene

Supported by the key Project of Hunan Provincial Health Department ( No. 2001-Z05)

% Corresponding author, E - mail ; jhxiao223@ 163. com

LR R A T B A T NS BRE A 3 A U, ST
#8% JL 25 W R & F ) A R i R e 3 1 8 AR 21
ARG AR, T B DR i) R LT RE BT R L
L TARRLERTI A . RIRFIIRATE = — Pl s
e HE DT RE R 0 H T ik B H RN 1 GenBank
1 AR IFHIRRAE (EST) 24 69 000 &, K HAH
DR ATEARIOTTE . R, AR TR H A I 2
BB B T A LR AU 5 HA B2

MHEE5HIE

1 BZAmW R %Lz
A i W 58 F ARt B (I B 5 e L o8 R

E&WE #mY D) E S0 H B S0 % B (No. 2001-205)
e O T T TR R IR AR W ST P L A FH 421001
* JWiRME# , E-mail; jhxiao223@ 163. com

Sl TS50 T S R 24 5 B

2 BEEREEME
KIHF B DHS o 844 pBC sk +

3 A

TRLZOL i 3| £ % 2 [§ Gibco/BRL /4 7] 7= &
DEPC 32 [F sigma 7=, Oligotex mRNA Midi Ki A1
[# Qiagen /7= %, cDNA sythesis Kit ,ZAP- DNA syth-
esis Kit ] ZAP-cDNA GIPApack T old Cloning Kit
% [H Stratagene 23 0] 7 o B R E 7 oM Al
4 cDNA X FERAE

291 000 7% H A 0 2 ) 22 1z ik iE e 15 4,6
JRJE SR AT 1T IR T AR BB e, TRIZOL a0 & 4l



2005 4 23

2

Chin J Parasitol Parasit Dis Apr. 2005, Vol. 23, No. 2 . 87 -

$2 35 RNA  oligotex mRNA Midi kit 432 4ti{k, mRNA , F|
i Strategene /A &) SCEF AR & E S

5 PHMEREMSBERME
AR, R E G E, YOS SRR T
ABI377 &Y [ shill FRASC_E AT 5 50 A€ o

6 F5I4r#T,EST M B EmMREAE R

KRR 25 SR T , 2RI AR R o KR
A5 A BLAST 25 #E47 B34 (http /7 www.
nchi. nhl. gov/ Blast),

4152 EST $#88 GenBank R5CHHERME G0 3
3 E-mail $#32 % GenBank dbEST(E-mail :batchsub @ ncbi.
nlm. nih. gov), XTHLLROGBITYRLRBENF, B
FARERAK cDNA ,Ff SWISS-PROT SHEu, s XN T
S8 PRI EEE R Sequin FRRFHEFTE R,

I S

=H

1 XERE
1 3L cDNA SCPEREAAER N 2 x 106 pfu/ml, B
HFRAE 96% LA b, ST HIHA T BEREE N 1.4 kb,

2 FKEUHY 149 4 ESTs REFS

AHFFEREHLPRER 382 N FHME s gE AT 1Y, 3K
5 149 4~ ESTs, #2358 & GenBank dbEST $#E J& , 3k BU
#) GenBank dbEST i#f A 475 : CA747382-CA747391,
BU917055-BU917058 , CA305307-CA305309 , BUS81980,
BU582400-U582403 , BU666906 FI CA946548-CA946666 ,

3 ESTs A%
Bk AF 9 A M (BLW EST i if BLAST #2550t 5
Al S NS R 1 B,

®1 EST AN

Table 1 The composition of ESTs-quality sequences
% 5l EST ¥t H R
Category ( Homology with) No. ESTs Percent( % )
H s i 15 S [ ¥R 51
Homology with sequences of 47 31.5
Schistosoma japonicum
£ [X i W AR5
Homology with sequences of 31 20.8
Schistosoma mansoni
Hy mWg s F 51
Homology with sequences of 33 22.1
other schistosomes
S R 1 o
Homology with other organisms ’
g 2!
Ne hit 37 24.9
B3k
Total 149 100

4 [REIREMEHER

IR EEE & 3, 843 EST 5 H 4 i it A4 $U51 |
EM) R | BE R A AR 0 F S A — E 1 R R
FRE 18 A4 DNA JeRliFPE AR L 3% 2.

15

EST J&—Fp 43 Hr 150 8 A= ) 30305k R R 1Y PR
ARergr R o AU T L B LBk ER 382 AN BEE 5E
W, SLIRER 149 4~ ESTs, [RI¥EE LR BL, 70005 B A&
IR SO S BRI R R 5 R A R A A —
(R, Eop 37 AR BRI ISACT S, P& &
24.9% , T, LR RERH ZSUEER#H
G20 KT

ARELA 18 R i R B, S L (K S 45 4 4
K, 4 beta-f 8 2 (36 K (AY220457 ) FI40 30 1) &
EIERBERE N (AY225851) %, M EO NHRERE
F, LB R F. WL3h & 1% 5% (dynein light - chain,
DLC) &4 zh 11 g — &R 43, DLC s FX T4 A
AR T S A AR R DR A B R B AR
FAY . DLC 2 1 1 i W 5t B A0 R W 1 B 2 o 4 R
PR, TR A 0 R e S BT S R AL AT L
LA 43 M7 AR Z O AR 5L, 40 Dnal-like 25 H %& H
(AY226982) f1 4y F {8 TCP-1 RE FHHA&ENH
(AY226979) " 34 3[R 75 24 i R 2 A o 4 2
T5EARNRE. WEARMNLTE BREH .
HERIT B KRR M LREN R A HEAER . K
B[R] R 12 R/ TR H B & 4t (ubiquitin/ proteasome sys-
tem) O B Y G, W REHRE E2 EH
(AY251608) 7z &E ¥ i5 G E1 JEH (AY251607) FiE
Bz BRI (AY254344)  MEIZ R - BAKBEBE &
1A 38 B% (ubiquitin-proteasome pathway, UPP) &4%, &
# /7 5 & 45 (ubiquitin/ proteasome system ) 5 4 Hd 4]
W% EEAE TR DNA M IEE 41 iR 3 i E
¥ (GofEs PURMRE BN IEE S EE R
AR o 2RI 4 B R T 52 A 4B i | ol 22388 B I
IRIIEA LB/ IMERITE B A2 AR A 458 F 4 B
WrShaEE LAY Fs R b R 2R
2 AL E I EF CB2 B [H (AY226984 ) | FL AR i 2 B
P (AY225190) A% BRI N (AY226980) |
A i 2 B BR B B ZE [N (AY220751) F1 ATP 4 BEARSS
EEHIEN (AY226981) , HZVEE 1 T A% I 21 28
E3, BT AL VAR (B — BRI R SR B VA I T AR, O
DA AR S 5 1 08 8 R 25 0 4 RO BB 0625 o LR
B (LDH) X 15 3 41 f FI) B 2K S B e ) B b A7 K
FEER AT A A LB R AL AT B R 15 YR

i#



. 88 - 2005 4 23 2 Chin ] Parasitol Parasit Dis Apr. 2005, Vol. 23, No. 2
F2 18 A cDNA RyEIREMELLE
Table 2 comparison between new genes and known genes and proteins
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