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Cloning and Sequence Analysis of LACK Gene of L eishmania D onovani
Isolates fran Plain and Desert Foci of China

MA Ying, HU Xiso-su, WANG Ya-jing, WAN G Zi-long

(D epariment of Parasitology, School of Preclinical and ForensicM edicine, Sichuan U niversity, Chengdu 610044)

Abstract Objective To detem ine the nucleotide sequence of the LACK (L eishmania homologue of receptors
for activated protein kinase C) gene of L eishmania donovani iolates from plain foci (L. d 9 1) and desert foci (L. d
XJ771) of China, and to find out the difference of the sequence of LA CK genew ith other L eishimania op. and al® the
iolate from hill fociof China M ethods TheLACK genesofL. d DlandL. d XJ771were anplified by RT-PCR and
cloned into pU C18 vector regectively, sequenced by the dideoxy chain tem inationmethod, then analyzed and compared
w ith that of other ilates Resaults TheLACK genesof the wo isolatesw ere successfully cloned Both of the 2

fragnentswere 942 bp in length Comparison of the two nucleotide sequencesw ith that of other L eismania gp.

in

GenBank show ed that the identitiesw eremore than 97%, and the identitiesof the nucleotide sequencesof LA CK genes
of the threeL. d iwlates from plain, desert and hill foci of Chinaw eremore than 95%. Conclusion High identities

exist anong the nucleotide sequencesof LA CK genesof the threeL. d ilates from the three foci of China
Key words  Leishmania donovani, LACK, gene cloning, gene sequencing
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1 LACK RT-PCR L.d®P1 L.dXJ771 1. 0% M 1 L.dD1 2
L.dXJ771 3 2 (1. 0% ) M 1 pUCI8-LACK-D1 EcoR |
2 pUCI8LACK-D1 EcoR I Xbal 3 pUCI181ACK-XJ771 EooR | 4 pUCI181LACK-
XJ771 EooR [ Xbal 5 pucCl1s EcoR | 3 PCR (1. 0% ) M
1 pUCI81LACK-D1 2 pUCI181LACK-XJ771

Fig-1 1.0% agarose gel electrophoresis for detection of specific fragnent of L eishmania isolatesL. d D1 and L. d XJ771 by RT-PCR with
LACK primners M Maker 1 L.d D1 2 L.dXJ771 3 Negative control Fig-2 Restriction analysis of the recanbinant plasnid
(1. 0% agarose gel electrophoresis) M Marker 1 pUCI18LACK-D1digested by EoR 1 2 pUC181LACK-D1 digested by EcoR I and
Xbal 3 pUC181LACK-XJ771 digested by ElR I 4 pUC18-1LACK-XJ771 digested by EcoR | and Xbal 5 pUC18 digested by EcoR [

Fig-3 PCR analysisof the recanbinant plasnid (1. 0% agarose gel electrophoresis) M Marker 1 PCR amplified productsof pU C18-
LACK-D1 2 PCR amplified productsof pU C18-1L A CK-XJ771

1 ACCATGAACTACGAGGGTCACCTGAAGGGCCACCGCGGATGG L
M N Y E G H L K G H R G w
43 GTCACCTCCCTGGCCTGCCCGCAGCAGGCGGGGTCGTAC A3 e e
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4 L.d DILACK 5 L.d XJ771LACK
Fig-4 Nucleotide sequence and deduced am ino acid sequence of Fig- 5 Nucleotide sequence and deduced am ino acid sequence of
L ACK gene of L eishmania donovani isolate fram plain foci of China L ACK gene of L eishmania donovani isolate fran desert foci of China
(L. amazonensis), (L. mexicana) LACK 99%
(L. braziliensis)LA CK 99% 99% 98% 98% 98% 97%,
, L.dD1 7 98%
LACK 98%, LACK 99%,
99% L. d XJ771 7 99%
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